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mmm 

iftmn&m thiaitcDNA [10] 

[St#«l] S2?!lfl#2 > 4, 6, 8. 10. 12. 14. 16£fc&l 

8©vA-rti^<3DT^y^iB^js:*-rs«sgt hge«„ 

2 ] Iff lfflgejtfe3-Ft*DNA Bfl# 0 
[»^3] »#«10geH:3-FtSthcDNAtfeoT, 1. 
3, 5. 7. 9. 11. 13. 1 7 <DWWiW.i£<Dm.&mFS$:%-tZ>n 

[»*^4] gB#l#-lfl. 3. 5. 7. 9. 11. 13. 15ifcttl7 
<D V^ftjfrfflffiiSai*!!** ^> J&^W^ 3©DNA ®f>i „ 

[0^5] »^2^e>4©V>Ttl^©DNA^>t^-f >tf hD«Jf*& 

I»i»©#*lllfc«i5J] 

[0 0 0 1] 

y-TS^ibCDSeS^i: LTMV^3i:#T*^& 0 3©^©H h c DNAlt 
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4#2 0 0 0 — 1 60851 

[0 0 0 2] 

, (i) iwfc©jgJR&*ii*Lfc»;, JWlla«©«JKl&3^e J ^>iWllaa»^cB8*>•^Tv^-& 

*fflfl§#&Stm (2) MBftofcKfWtcW^&ftM**, (3) :n*;i/3r 

-££jcw*>&£8«* (4 ) mug©**?*! - #gicw*5&flt#eMej>t, ( 5 

) StB*©-£J*JCW;fo*»aRW3£«B«, (6) a&Rc^flltcWfcS^n^T 

-filgef, (7) 4V A©«SglCW#f SMB®, (8) 3t^©«^K: 
H^tilg^H?, (9) mRNA<o;*:79>f $/>^JcW#-rs*Sca«;fe£# 

B£aS©#<tt, *BiBl*©*><5#}£©3eB«£*§-&U ffflgfiloi^^b 

fey, ifljfcbfcy -r^zitic ioT, ■€-©iii«r&*'r. if^ot, — jssv>©h 

[0 0 0 3] 

# arc** izmmmmx s s # , * s n t v * & v^s & «©£k «**««is 

h 5 e « ££T 5 *. & Z. £ te^ «T|g IcSfi v 
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[0004] 

it. ff J AOflftRtt^-fmRN AKHE¥3*l, mRN ACDfg#Hf$g$:gi^LT^ 
S^jb^J^^tlSo Lfe^oT, Zl<Z)mRNA$:^M{CbTf^Sgbfec DNA# 

£©c dn A&Mv*TMje^£5BRfc^J&^«;ifc#«rtBi:*; 

-60 =&SiJBa^e>#ilLfcmRNA$:»MCbT, c DNASML 

c DNAOO^f&SSB^i^^-rSVA^^SE STyni?x^ hftmft LTV^ 

o 

[0 0 0 5] 

[|gf8#8?& u «k e> t -r &t&®] 

leSroHf^SKliitSt^ c DN Aleuts ti&&mMm** IfiS© 
#»LJB;#e>, ^ffit'^t b c D N A ^ifit SH^li® < , #e>*xfc 

[0 0 0 6] 

$-frTVA5 (Kato, S. et al. f Gene 150:243-250, 1994) . ZOftfErT 
^fchtcM h^ficDNA^n->&IMft6if:tJ:y, t: hiSIS:^ 
^cDNA©ra#tS3^"JI8i:&ofe. d(Z>*fcfl5£f8 VAT ti b%±&c 

o 

[0 0 0 7] 



3 



ff}|E# 2 0 0 0-3 1 1 3 3 3 C 



#2 000—160851 



[0 0 0 8] 

•5 m # £ $1 & -5 3 t & BUM £l L T V > £ „ 
[0 0 0 9] 

[fl® &#>©#©] 

Z.<Dmmi*. mm<DMm*:M®:-t2>&<Dt.LT. J£*T©(D~(7)©3§f!l!£il£fc 

(1) S3#l##2. 4. 6, 8, 10, 12. 14, 1 6 1 8 (Zn^tlfr 

©7^ ygggsm^-rsJiisgt hgai. 

(2) laia^(l)©geiS:3- FtSDNA»f^„ 

(3) BuiH3Sf$!(l)£>^aM&:3- F-rSfc: h cDNAttot, 1. 3. 5. 7 

. 9. li. i3. i sitfrtei 7 (Dmmm&vi&mmFi&m-t&vNAmK* 

(4) IB#I#-5§-l. 3. 5. 7. 9. 11. 13. 1 5 £ tc it 1 7 © V^tlfr© 
&gSi2#l^ £ £ 5 ItflB^^ (3) © D N A 

(7) BaiH^^(l)©^aMC*f-r^^L#:o 
[0 0 10] 

S tei-flS^ (2) ~(4)©DNA|j/t £ ffl V%T*I&X. D N A&*T?£ 
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85##£b<JB^e>*l&. M^tf. f&3B»«(3)*fctt(4)<3DDNAWT^ (cDN 
A) ^t5^^^-A^>f>lfhng^Cj:oTRNA^b, rtl^^M 

[0011] 

!ffsB|gIg(l)<Z>S£K£-'f>l^ h nSSR-eDN Am#£^£i±T£jg3-£<5 
m^lZlt. Mx.«t5IH^(3)*^l±(4)<Z)DNA»T^r©®iR^S: > RNAjKV 

V n ffiiK^ ic*iwr m^3m (D a K £ >f > tf h u T*&m-? Z> z. h # 

7?£S„ RNA^'J^^-^nt-^-tttft, T7, T3, S-P6ftif*« 
, pKAl, pCDM8, pT3/T7 18, pT7/3 19, p B luescrip 

t II^if^M^^^o 

[0 0 12] 

«fr^«W(l)©Se«&^»ll*^©tt*«TDNAWr^t:»3SS*T^S 

TL&mm&W (3) *fett(4)©DNA Br/*© IStRM^c ZMtettftm^t 

ili^^DT7-fT«tS3i:(Ci:otZ:0cDNA^3 - F^&lgQMgP 
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B luescr ipt II, pET^^fA, pGEX^J/^fAft^W^Tfg* 

o 

[0 0 13] 

iCte, «A«t93B«9!(3)*fctt(4)©DNAWf^r©eW««€:, T^D^E-*-, 

ii, I«Mfii:iAttiK, lflH»iB(l)©Se«S:K««IIiiartT*^"r6 
M^^^-tbtlt pKAl, p C DM 8 , p S V K 3 , p 
MSG, pSVL, pBK-CMV, pBK-RSV, EBV^#-, pRS 
, pYES2^t'A^tf S. pIND/V5-His, p F LAG — 

CMV-2, pEGFP-Nl, p E G F P - C 1 &£f Sr^B^!^ ft - £ ttffl 
^tltf, His^, FLAG^t^ G F P if *~£tf2flJ b fett^SfiK 

^Lt^l$-&S^i:%T't5. K««fffii:LTtt, ^;i/WIIM&co S 7, ^ 
^>f--X^A^*-IPjR«HJBCHOfeif©«SL»««§|jttllS, m^#, #m 

-Atfe, DEAEf^^. >^&£f£fc&I<Z);^??l£§:MV ,v <5 d il^'Tftt So 
[0014] 

«a mm m (i)©sefts liii^iMt^Ji s -efc © s 
^^tf, jR*j&if©«ttSJ^#ffi«ttMtc«i:s«.3a, jBw»«L3i. an^m 

ft. &*r^*8HfclRSu »«f, RS^«ig> $*;i/JtiS, SDS-PAG 

[0 0 15] 

f&ffi&9!(l)©KBKtCH:, I2#[#-^2, 4, 6, 8, 10, 12, 14, 1 
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^(DtfcmtLxm^^zLHi^v^^. a-fc, ffffis#§^(i)©siBS©#<^ is 
j:6BRje^». ^y*h>r/Wfc, -ry^p-;Hb. y >fifcftfc£##&j3*T?£s. 

[0 0 16] 

!&IB«9!(2)~(4)©DNAWT^lCli. Ufia(l)©SfiKS:3- KtSf^T© 
DNA^S^l*. 3©DN A|$T#te, ffc^ffclCi; cDNA^D — — 

[0 0 17] 

f&83»IJ!(3)*fctt(4)©DNAWr;t (cDNA) M^tftMTOcD 

aibfe)if'J(A) + RNAS:iMi:lT^t5. n b*ffljgg£ bTfct, A#jB*e>#«5 
^if^C«fcoT^gffi$tlfe : bCD-e%^^jHSS'r : femv^ 0 cDNAIt fifllli-Berg^ 
(Okayama, H. and Berg, P., Mol. Cell. Biol. 2:161-170, 1982) , Gubler-H 
offmang* (Gubler, U. and Hoffman, J., Gene 25:263-269, 1983) &£v^& 

MmiZ3bVffc£ote*cWK:>tfW; (Kato, S. et al., Gene 150:243-250, 199 
4) £fflV\£z:h#M£ b^ 0 tfc$l0thcDNA7>f^7';-Sffl^SZ: 
c D NA7-f^7 'J-fr&l ft© cDNAfc^D - >it°t& ICte, 
i(DttJKJC<koTai«Sn««HB»W(3)*fett(4)©cDNA <ffi#J#^K 3 
, 5, 7, 9, 11, 13, 1 5£fcfcfcl 7) <D&:mm&<Dl&XBfflK.&'3\*T 

an— -fcsv^i^-^/W^y ^Vif-^a>tc isx^ y - — yy&ff*. 

tf*^. B»i:^-<5cDNAWf^r©M*s8Jc^-f ^x-rs^-y 

RNA*>e)RT-PCRS{CJ: »J. lufBIg^ (3) * £te (4) © c D N AmftZMWl 
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[0 0 18] 

tE^(3)0DNAi>tl±, BB#I#-£K 3, 5, 7, 9, 11. 13, 1 
5££ttl KDMWiM^, (Open Reading Frame: ORF) ©*&M2#J£;g"r £ c 
DNAT*$ U . «raB»W(4)ODNA»f^rtt, SJHSf 1, 3, 5. 7, 9, 1 
1, 13. 1 5££i£l 7 0\^-rftfr<Di&mm&}fr<bteZ> c DNAt^S. ^tl 
-^tlGD * □ - (HP##) . cDNA^n->##£*l£>iM. cDNA 

[0 0 19] 

mi] 



mi 







HPff 


mm 








1, 


2 


HP 0 1 1 2 4 


JFFK 




16 6 4 


3 4 1 


3, 


4 


HP 0 2 2 4 1 


w$ 




8 3 5 


2 1 6 


o > 


6 


HP 1 0 1 0 1 


HT- 


10 8 0 


2 4 6 5 


3 9 6 


7 , 


8 


HP 1 0 3 7 0 


KB 




3 6 0 0 


4 5 1 


9, 


1 0 


HP 1 0 4 2 7 






4 4 2 


113 


1 1, 


1 2 


HP 1 0 4 3 8 


ff* 




7 2 6 


2 2 2 


1 3, 


1 4 


HP 1 0 5 0 2 


HT- 


10 8 0 


112 0 


2 7 8 


1 5, 


1 6 


HP 1 0 5 1 6 






7 4 7 


2 2 1 


1 7, 


1 8 


HP 1 0 5 8 0 






14 4 1 


4 4 1 



[0 0 2 0] 

0B#I##K 3, 5. 7. 9, 11, 13. 1 5 1 7 OD^Ttlfr 

bfcfc MHJBtt^t: h»f)IISl/fecDNA7>f^7';-5:x^ 

m tick y. «&ia^^(3)feJ;rj(4)(Z)c DNAi:B- ©#n-:/&^ic# 

[0 0 2 1] 



ffifl# 2000-3113330 



#2000—160851 

#-Sfl. 3, 5, 7, 9, 11. 13, 1 5Sfe}ii7|c^v>T, l££tt^ifc 

£*ITV^ c DN A=b^«)|g^<Z)^HlC^*tlSc 
[0 0 2 2] 

4, 6. 8, io % i2. i4. i eikfe&i 8<dt$ smmm&^-t&tn^ 

[0 0 2 3] 

i&IH^ (3) fcit^(4)©DNAWT^{C«. @B3«#1, 3. 5, 7. 9. 1 
1. 13. 1 5£fc&l 7©^SB^(CDV^*^^Sg|^^^lSB^J3()^e)^SDNA»T 
# (10bpJ^_L) fc-^tlS. i2>^.^feJ:tJ f T>^-fe>^^^*i-5>DN 
ABUt&reD&Blc-^tis,, ^tie>CDDNAm^ttm^0»fffi©yn-^^ 

[0 0 2 4] 

jftt»^e>#-5zii:^tfj^So #tM£: ITWJtf 2, 4, 6. 8. 1 0 
. 12. 14. 1 6££.ttl 8 ©T^ y f^®3^J{C^-5V^T'ff:^-o^L/fe^^ p 5 : - K 
^. Ji;«IHJIS^JR«lliiJIBT»^S*fcSeK&Mvx*::fc*«ffi^<5 0 &£VNtt. 

±m&n&mtemmL'< * * - *&%^mfc*miz & o t. «m&©i&i*-*>&j» 

¥7-31318 7 ^^«ffi<R©*ffi) . iti:bt«, "v"?*. h. tf-fr 
[0 0 2 5] 
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ecular Cloning. A Laboratory Manual", Cold Spring Harbor Laboratory, 198 

^♦tCffcofco c DNA&I&teJCffl. (Kato, S. et al., Gene 150:243-250, 199 

4) <Z>fE«{Ct£o£ 0 

mMMl : cDNA^n-->^ 

c DNA7^f Zf? U-ilbT, th^ScDNA7^^7'J- (W09 7/ 
3 3 9 9 3, WO 98/11217. WO 9 8/2 1 3 2 8 IB*) £JiV^ 0 <f© 

n-of^ #f)^fn-> (A) ~ (I) ©#mjsrF© 

(A) H P 0 1 1 2 4 
t MflcDNA7>f^7 , J-^&ff&ftfci'n->HP0 1 1240CDN 
A>f h©£&*Se^J£&5feLfc£z:5, 1 0 5 b p (7) 5 ' #SsR^c> 1 

02 6 bp(Z)ORF, 5 3 3 bp(Z)3' #jBIRM^^ £ bT V^fe. ( 

@B^J## 1 ) o OR F&3 4 17^;iHl (ffi^J##2) 

-FLTfeV, >f >lf hn®8R(DM^ ORF^^l$n§^*3 7, 7 8 
6 £8U2:|i5fC3 7 kD a <DjBIRjgfe#£f&L£: (HJgM2) „ ZLOD^figilGF 

[0 0 2 6] 

, kb7^CoA^iai (7^ti/a>f^P0 7 1 0 8) ilSUKttS:^ 
LTVAfc 0 ®i jc, (A) ^n-KfSbhgetil, thT^Co 

tim-t. ±mmzt>r=.-Dr. 43. o%(Dmm&*misX^o 

[0 0 2 7] 

?a-> (A) cDNA0SWJ5:ffi^TGenBank?:t$bfci:i5 
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, E S Ttf>ttUC9 0%J^_h©^aiHftt§:^i--5%(Z) T^-fei/3>§#N 
4 1 54 2) ^»$tlTV%^^, nftMW&<D-£>7U-Zs (A) ^=3-F1"€> 

(B) HP O 2 2 4 1 
hS^|cDNA7>f^7'J-*^#e.*lfc^D->HP 0224 10cDN 

A<4Z/V-h<D±i&&mF)ZVk&Lfc£.Z.?>. 8 9 b p <D 5 ' #NSIRM^> 6 5 
lbp^ORF, 95bp®3" ^®IRM^:fre>&£*i^3:;£bTV^ (ffi#J# 
^3) „ ORFii2 1 675;til (SE#I##4) *^&§Sfitl:3- Kb 
T£»J, >f >b? humWl<D%£^ ORF^f,fl$*l5^i2 4, 8 9 9 <k *; 
*£^3 O k D a ©j§IlRjg%#£/£ L £ (HJSM 2 ) 0 rOgfiS^GFPhO 

[0 0 2 8] 

3 fijR© T 5 >> ^@B#J & ffi v^ T ^ □ -r-f # x L £ r 5 

B4 0 5 54) ^{Ktefc^LTV^,, ® 2 IC, * n - > (B) 

^^^aiCfcfeoT. 6 9. 7%<Z>*BH?44£;£LT^fco 
[0 0 2 9] 

^n-> (B) cDNAOtSi^I^f ^TGenBank5:^bfci:z:5 
, EST^tplC, 9O%fil±0M?:ft5 : feO (M^-li. 7 * -fe a 
AL03 84 9 3) #g£i£*lTV*£:#. SP#fe#lfc<Z>^ n - > (B) #ZI- 

(C) HP 1 0 1 0 1 

t h^-f ^n-9-;i/Zi-vMBS^HT- 1 0 8 0 c DNA^'f^'J-A^^f) 
tlfc^n->HP lOlOlCDcDNA^f h©£&Sfe#I£:&/£bfc£z: 
5, 70bp©5' #jgiRM^ 119 1b pCDORF, 1 2 04 bp©3' 0 
WfR««*»£fc5*3i&^LTV*fc (Bi#[#-&5) „ ORFtt39 675;»8 
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RF^e>f«3*l5^ : fS4 5, 7 5 0<fc^tV>54 k D a ©»fl«i»#£j£ 

Ufc (HM!I2) . r©ieii:GFPi:©aMaitt> ««ic8m©3fc3i# 

[0 0 3 0] 

, ^MSgfilC 3 2 E 8. 5 (7^ti/a>MAAB4 2 3 2 3) 
tt&^LTV\fc. 03 ic. *n-> (C) A^n- Ft^fc Mfif i:, 
5filC32E8. 5<DT $ ;mmP}<D&m$:B~? 0 -tt^y^, 

=fe-€-tl-r*l3ft-r. C5fcSB«3 0 77> Jm^mzt>f=.-DT. 4 6. 9%©*B|^ffi 

[0 0 3 1] 

9U-Z/ (C) cDNAC!)^ISiB^I:M^^TGe nBankl:^bfci:^5 
, ESTOtfifC, 9 0%JK±«ffiBrffiS:^ , r«%>© 7^ti/a>ff 
AA4 6 0 8 7 0) #fi»S*lTV>&#, fflS^BHfl&CDTf^n - > (C) #3- 

(D) HP 1 0 3 7 0 

3 7 O0cDNA>f>t- h©^*3IBi!^fS:SffcJ£Ufci:r*, 1 4 8 b p <Z> 5' 
*WIR««, 1 3 5 6 bp0ORF, 2 0 9 6 b p (D 3 ' ^flRf&gcfr&ft&tt 
3i«:^LTV*fc (@B#I## 7 ) „ ORFS4 5 17^t^I (IB#I#-i§- 8 ) 
e>fc&5eSC£n- RLTV^„ roMRfc G F P £©tt<&gB«tt, *Wflfr£ 

[0 0 3 2] 

, i/a^^3<);1xtigaiCGl 1 5 34 (7^tS/a>#fAAF4 9 9 
5 7) fc£©tt«:^LTV*fc. 04 JC % *n-> (D) ^-FtfifcbSeR 
^a^^a^Mx^iigeiCGl 1 5 3 4 7iftBB^!I©Jt««:^*r. 



1 2 
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oT, 3 6. 9 %<Dffim&*misT^fco 
[0 0 3 3] 

ZU-y (D) cDNA©tlI^J?:M^TGenBank?:M0fci:z:5 
, ESTCDtflC, 9 0%$k±<Dmmt&.*:%i1rZ>*><D (09*. tf, T^"feS/a>## 
AA0 3 53 2 2) tfSlltStlT V^fctf, $#S2#J&©T ^ D - > (D) #3- 

(E) HP 1 0 4 2 7 

hi hW^cDNA^>f^ V-^e>#£*l£?a->HP 1 O4 2 70CDN 
A-f h©^*SB^J^^bfcil^5. 11 bp© 5' §£fIsR^. 3 4 

2bp®ORF, 89bp©3' #fBIRM^fr ^S^itS:^ It V>£ (gB^J# 
-if 9) . ORFlil 1 3 7^7^1 (IB^J##1 0) e>fc£^B}g£ n- K 

Qfe&6M4) . 

[0 0 3 4] 

d © ^ e s <o y ^ j m m m * m v * x -? u t- << y 5 s - # * - x & ®>m l t=. t r a 

. iMMBSY10 6G6H. 8 (7ni/3>^CAB 6 3 3 8) £^ 

filfi?:tL^fc 0 H5ic, ^n-> (E) K-rstihSaSfi:. M&ffi. 

3f§?5 fiSYl 0 6G6H. 8©T^ yMBW©Jfc«*«:j3%'r. * 

^SSr^^^tl^o ^^iC^feoT, 3 6. 9%©^|^ffiS:^LTV>^ 0 
[0 0 3 5] 

#n-> (E) cDNACDliffiJIJIrffl^tGenBank^Lttre 
, EST0*IC> 9 0%&s±<Dl$m&*3i?2> : b<D (#9A«, T * 1* a 
R7 6 1 7 8) #g*3ftTVxfc#, §|S^IB?lI^©-e^D-> (E) ^Zl-Kt" 

(F) HP 1 0 4 3 8 

t: MicDNA7^^7'J-^f>H?>tlfc^D->HP 1 04 3 8©cDN 



1 3 
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A^yy— h<D±i&mm&}$:®:fcvr~£z.?>. iib P <D5' &mmmm. 66 

9bp0ORF, 46bp©3' #HIR1g«#&fcS#3i&^LTV*fc (K#f# 
til) „ ORFli22 27^ (BS#I#-£1 2) **e>fc«&5BjSt€: 3- 

KtTfe»J, -f >tf hnjBiR©^, ORF5b^f«$HS^i2 5 ( 3 8 4 

«fc vft>iz%^2 8 kD siommmmifi&is.isit (mmmz) . r©iaitG 

[0 0 3 6] 

ZU-y (F) cDNA0SlSe?!(?:M^TGenBank5:^iLfei:i5 
AA0 8 8 4 7 0) #»»3;hTV^#, fflJ#BB#lfc<Z>T?* D - > (F) #3- 

(G) HP 1 0 5 0 2 

M ^D-9-;i/n-V^flg^HT- 1 0 8 0 cDNA^^^'J-fr&ffP) 

?lfc^n->HP 1 0 5 0 2<D c DNA>f>t- h<D&SL&mW&UkfcV1Lll.Z. 
5. 207bpOD5' #»3R1£:& 83 7bp<Z>ORF, 7 6 b p CD 3 ' ^fflJIR 

Mmfr*>*z>Mm*mvT^& (gE#j## 1 3 > „ orf&z i sr^smmm 

(HB#I#-&14) ^e>3&S^eSC=fen- KL/Tv^fc. i ©SfifCi; G F p £ CDgfe 
[0 0 3 7] 

9Xl-y (G) cDNA©MSe?!l^ffi^TGenBankl:MLttz:5 
, EST©tfJJC. 9O%«±0M^t5%© T^-fe^a>#-^- 
AA6 4 8 4 2 3) #fi«3*lTV^fc#, aS#S!#J*©T* n - > (G) #3- 

(H) HP 1 0 5 1 6 

t MiacDNA^^^'J-^&ft&tlfc^D-^HP 10516©cDN 

A^yv- h<D±mmmF}*®:7£vfci:z.?>, 2 6 bp© 5' ^mmmm. 6 6 

6bpfflORF (iW^15), 55bp®3' #»flRffi«3^ & 

LTV^fc (B£!|##l 6) . ORFii221 T § J (BB#I## 8 ) fr&fc 



1 4 



2000-311333C 
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[0 0 3 8] 

<d m s m. <d r s j m & m v > x ? u ^ a > - * * - * & &at t & t r 5 

, i/3^^a^;tlIIieiCG14 13 0 (T^-fei/a >##AAF 5 0 0 
0 5) £^te(1£S:^bTV^ 0 0 6 (H) ^3- Kt5 hgSg 

S/atfSJa ^/Im&JgtMBStC G 14 13 0 ©75 J ^SB^J^Jt^Sr^fo 

SfiKh^ftir^ y^a&^tl^tl^-To oT\ 3 6. 9%©*B 

[0 0 3 9] 

(H) cDN A©i&gIB#I£/§V^G e n B a n k £ L £ 31 3 

AW24 5 5 5 6) tfftfcSjftTWfcitf, »#SI#rfc©T 9 D - > (H) #3- 
F t Z> S R £ W £ g a « & n - F b X v * 6 # if 3 » W £ T* £ v \ . 
(I) HP10580 

M?«cDNA5>f^5y-^&#&ft.fe^n->HPl O58O0CDN 
A>f>t-b©^i^5:^Lfetl5, 94 bp© 5' ^HIR1gJ& 13 
26bp©ORF (BBW#"&1 7) , 21bp03 1 im&ffl&fr 

mbx^r=. (ie^i##i 8) . orf«44 lr^smmm (a#a#-&9) 

[0 0 4 0] 

„ 5/ h 9 a 9;<xfi«5fiRC G 5 4 .6 9 (79 iz a >S#A A F 5 0 0 0 
5) UTt\fe. H7C, 9n-> (I) A^-KtSbhSaii: 

, i/mVPaVAzifomm.&nCG 5 4 6 9 ©75 J mMP]® ~« 
^y^, * «3©^^©^BjR^I^-75 . ttr©^0^©^a 

SC£S{«75 >>IHSas&*ft-r*i*-r- ^M^lCt>fcoT. 3 5. 0^<Z)ffiRItt 
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[0 0 4 1 ] 

9U-y (I) cDNA©tlS|§l:M^TGe nB a nk$:tibfctr5 
, ESTOfflC. 9 0 %&>±<Dl®m&%:m-tZ>%<D -fe 2/ a 

AI 1 8 8 7 4 1) #££»3*lTV^fc#, aS^BB^JfefiDT? * n - > (I) 3^3- 

Hi6#!l-e#lKL/fecDNAS^*r«^X^ FK^^-$:MVaT. T N T? 

&ofc„ z&ffi [ 35 s] *^;*-->£»tu «3Siftfe9s?tr>fyh-^ 

[0 0 4 2] 

i«mi2. 5/ti. htc#«) o. 5/ii, 

(;*^;*-->£^i;fcVA) 2 Atl. [ 35 S] (TV-£/-vA*t) 2 /t 

1 (0. 3 7MBq/^i 1) , T 7 RNAjK^7-€0. 5/tl, RNasi 
n 2 0U^^tfi^a2 5 ft 1 0HM*t3 OTC, 9 0 #im£jS£iirfco 
3/tllCSDS-9->^U> v V 7 — (12 5 mM h V xm.mMWW.. P H 6 
. 8 % 1 2 0 mM2 hx# 2%SDS?g$8u 0. 0 2 5%:/ 

0^71;-^;!/-, 2 o%**y -fen-;i/) 2 # 1 fcinix., 9 5r;3#MJi& 

^J£#f3 : COS 7HfflilCj:^^ 

njfeM 1 u c d n a & urn -t & * * - <t o t mm$m l & * 

fl§M& 1 0 0 yet g/m 1 7>lf^y >M2xYT^i2mlift*3 7TC2HK 
ig#L7c^, a;PA°-77-^'M13K0 7 (50/tl) fcSsAtJU 3 71CT'- 

D T A> pH8 (TE) JCjSMLfco 
[0 0 4 3] 



ffiffi# 2000-3 113330 
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■4 — *f A> (DM EM) J&ife(fi, 5%C0 2 #^ET^ 3 7TCT^tLfc 0 lxl0 5 f@ 
©COS 7 $ffjj& ^nQf^^fl/ — h 7^©tg3 cm) IZffi.*.. 5%CO 

2 «ET. 3 2B£B«#bfe. U >Bft«tS«felHM® «: 

&*£U Sf)i:50mMh'J^f (pH7. 5) ^tfDMEM (TDMEM 
) t'SS^Ufe. iOttJfilK:— *«R7 7-^»»*1 At 1, DMEM^iO. 
6ml. TRANS FECTAM™ (I BF*±) 3 ft 1 Irilbtt) GD&MU b 
, 5%C0 2 #ftT, 3 7t)T3l|MLL T DM E 

MT*3M^t®£Sfc#U 1 0%-?«jtol^DMEMS: lTt&fcU 2mlj» 
5%C0 2 #^ET> 3 7TCICT2 H^#Lfc„ [ 35 S] > 

[ 35 S] ^^^->$:-g-tf^lC3S^bfe^ l^^*bfe 0 
UlCfcoT. *«lfcllirjfiS^»fe&i:. »fil^(OSajft&SDS-PAGEK: 

mmm^ : ^smss (gf?) m&m&n<D&&- 

> ^ ± >x zf^ >r v - & jg s ess a « £=i- F-r scdna tttp 

CRtCfc VmVffi&trlSmislt. PCRi^E coRItB amHIT'iftb 
. GFPj|ft-£Mfift2i!3Ug'<##-pEGFP-N 1 (Clontec^h^) ©E c o 
RI-BamHI»jfAlt„ ^*IH^J$:56^Lfc^> »&nfc»^3t^? 

38^?#-£^f£M3 K:SH«©#&ic<fc y co s 7 husk: F^v*^* h u 

E c o R IWZmB$L*ttMLt-mmffl1&^ K>^e>^5 2 6»erGD-fe>x:7 
all UffimFlZtfMlsfe&ltzi K>£-t*£^fr 2 6mer©7>^ 
1?>*:7^v-$:Mv\ ^cDNASr^MilbTPCRJCj: vm&ffi&*WR 
h fc„ PC Rjg^£ EcoRItSal I HWit U pGEX-5X-l(77 
)l*?i/Tt±m)<0E coRUSal I gP&lCiffA L %£IB£I£ttnS 
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, ii*IlJMlO90^R«»&^fe. L B JgiWT 3 7 °C, 5 Bfffflig* 

ig#Lfc„ Hfr&ag^lCfcy^ilL, (50mMTris-HCl p 

H7. 5. ImM E D T A, 0. 2 mMPMF) lC?§frU — S-8 0TCT?«[ 

m^&l&W Zfi^ fc. 10,O0OxgT?3 0^»ifrU 
_h«NC$Ol/ 7 713—* 4 B &jH*., 1 t^>^ra^- Mfc 

„ lf-X5:+»bfct, MM (50mM Tris-HCl pH7. 5 

fcbTS5AK:^ffiJCj:y^ffiS:ffV^Jfil»S:»fe- 4 0 

^^fc^®^$rGSTT7>r-^^'-^^A^C«}:^;GSTtiL#$:|^V^fe 0 «S»J1! 

^&S&K:GST»^ga*C©«iK*9AK:J:»;»3SLfc. 

[0044] 

J:otS«^tlSDNA»T/t^ fcte^ Wl JB ^ n - ^fc^ra* jaate^w 

[0 0 4 5] 
[SB*!*] 

SEQUENCE LISTING 



2 0 0 0-3 1 1 3 3 31 
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<110> Japan Science and Technology Corporation 

<120> Human Proteins and cDNAs thereof (10) 

<130> NP00238-YS 

<140> 
<141> 

<160> 18 

<170> Patentln Ver. 2.1 

<210> 1 
<211> 1664 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (106).. (1131) 
<400> 1 

tctggcactg aggccctcgc cacctgcctc gccacctggc gaccctgacc ccaccacact 60 

gccttgagag tcgctcaaaa gtagggcccc agggctcgca gcagc atg ggc acc gag 117 

Met Gly Thr Glu 

1 



£BfE# 2000-311333C 
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aaa gaa age cca gag ccc gac tgc cag aaa cag ttc cag get gca gtg 165 
Lys Glu Ser Pro Glu Pro Asp Cys Gin Lys Gin Phe Gin Ala Ala Val 
5 10 15 20 

age gtc ate cag aac ctg ccc aag aac ggt tct tac cgc ccc tec tat 213 
Ser Val He Gin Asn Leu Pro Lys Asn Gly Ser Tyr Arg Pro Ser Tyr 

25 30 35 

gaa gag atg ctg cga ttc tac agt tac tac aag cag gec acc atg ggg 261 
Glu Glu Met Leu Arg Phe Tyr Ser Tyr Tyr Lys Gin Ala Thr Met Gly 
40 45 50 

ccc tgc ctg gtc ccc egg ccc ggg ttc tgg gac ccc att gga cga tat 309 
Pro Cys Leu Val Pro Arg Pro Gly Phe Trp Asp Pro He Gly Arg Tyr 

55 60 65 

aag tgg gac gee tgg aac agt ctg ggc aag atg age agg gag gag gee 357 
Lys Trp Asp Ala Trp Asn Ser Leu Gly Lys Met Ser Arg Glu Glu Ala 

70 75 80 

atg tct gee tac ate act gaa atg aaa ctg gtg gca cag aag gtg ate 405 
Met Ser Ala Tyr lie Thr Glu Met Lys Leu Val Ala Gin Lys Val He 

85 90 95 100 

gac aca gtg ccc ctg ggt gag gtg gca gag gac atg ttt ggt tac ttc 453 
Asp Thr Val Pro Leu Gly Glu Val Ala Glu Asp Met Phe Gly Tyr Phe 
105 110 115 

gag ccc ctg tac cag gtg ate cct gac atg ccg agg ccc cca gag acc 501 

2 0 ffi!I# 2000- 3 113330 
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Glu Pro Leu Tyr Gin Val He Pro Asp Met Pro Arg Pro Pro Glu Thr 

120 125 130 

ttc ctg aga agg gtc aca ggt tgg aaa gag cag gtt gtg aat gga gat 549 
Phe Leu Arg Arg Val Thr Gly Trp Lys Glu Gin Val Val Asn Gly Asp 
135 140 145 

gtt ggg get gtt tea gag cct ccc tgc etc ccc aag gaa ccg gca ccc 597 
Val Gly Ala Val Ser Glu Pro Pro Cys Leu Pro Lys Glu Pro Ala Pro 
150 155 160 

cca age cca get tec etc tgg gca gta act eta cca ace cct cca cag 645 
Pro Ser Pro Ala Ser Leu Trp Ala Val Thr Leu Pro Thr Pro Pro Gin 
165 170 175 180 

agt ccc att cac cca ggg acc tgg act ccg agg ttt tct gtg att ccc 693 
Ser Pro lie His Pro Gly Thr Trp Thr Pro Arg Phe Ser Val lie Pro 
185 190 195 

tgg age age tgg age ctg age tgg ttt gga cag age age ggg cag cat 741 
Trp Ser Ser Trp Ser Leu Ser Trp Phe Gly Gin Ser Ser Gly Gin His 
200 205 210 

ctg gag gaa age gtg ate cca gga aca gee ccg tgc ccc cca caa aga 789 
Leu Glu Glu Ser Val lie Pro Gly Thr Ala Pro Cys Pro Pro Gin Arg 
215 220 225 

aag agg ggt tgc ggg gca gec cgc egg ggc ccc agg agt tgg acg tgt 837 
Lys Arg Gly Cys Gly Ala Ala Arg Arg Gly Pr Arg Ser Trp Thr Cys 

2 1 ffifElf 2000-3113330 
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230 235 240 

ggc tgc tgg gga cag ttc gag cac tac agg aga gca tgc agg agg tgc 885 
Gly Cys Trp Gly Gin Phe Glu His Tyr Arg Arg Ala Cys Arg Arg Cys 

245 250 255 260 

agg cga ggg tgc aga gcc tgg aga gca tgc ccc ggc ccc ctg age aga 933 
Arg Arg Gly Cys Arg Ala Trp Arg Ala Cys Pro Gly Pro Leu Ser Arg 

265 270 275 

ggc cgc age cca ggc cca gtg etc ggc cat ggc ccc ttg ggc tec egg 981 
Gly Arg Ser Pro Gly Pro Val Leu Gly His Gly Pro Leu Gly Ser Arg 

280 285 290 

ggc ccg cgc tgc tct tct tec tec tgt ggc cct teg teg tec agt ggc 1029 
Gly Pro Arg Cys Ser Ser Ser Ser Cys Gly Pro Ser Ser Ser Ser Gly 
295 300 305 

tct tec gaa tgt ttc gga ccc aaa aga ggt gac tgt cag tgg agg ggt 1077 
Ser Ser Glu Cys Phe Gly Pro Lys Arg Gly Asp Cys Gin Trp Arg Gly 
310 315 320 

etc tgc age caa ctg aga eta tct tgc tgt gcc ctg age ctt cct agg 1125 
Leu Cys Ser Gin Leu Arg Leu Ser Cys Cys Ala Leu Ser Leu Pro Arg 
325 330 335 340 

gtt tag aagaacagca ttcaaaattc cccgtcctgt cagtgtttgc cttcgcacct 1181 
Val 

2 2 ffi$E4f 200 0- 3113330 
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cctcccctaa agcagcgcgg ggggcaaata agaccccacc cctccctgca gcttcacagg 1241 
gacgcttcct tccctccccg caaccacccc aggctcccct gggaggctgc agttgtggta 1301 
cacgtccccg gtgctgggtt ggccgtgact cgggggcggg gcgatcgggt ctcagcccct 1361 
gccttcccca gtctctgggt cacccgaatt ttcccacccc tgcttctccc cgaggaggtt 1421 
gagctcttga gcaagttggg acttgggccg gggcctggaa gaatgattgg ctgggaggcc 1481 
gcgggaggga ggccaggagg cccggaccag ttgggaggag tgagcaggcc ccgggggagg 1541 
gggatgagcg cagtttgctc gctttcctcc cctgccggcc ccctccgccc ccacacacac 1601 
tcgggacgtc ttcattgaag attcacttac aaaggaatgt ttcactaaat aaaagaaaac 1661 
cag 1664 

<210> 2 
<211> 341 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Gly Thr Glu Lys Glu Ser Pro Glu Pro Asp Cys Gin Lys Gin Phe 

15 10 15 

Gin Ala Ala Val Ser Val He Gin Asn Leu Pro Lys Asn Gly Ser Tyr 

20 25 30 

2 3 ffif£# 2000-311333C 
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Arg Pro Ser Tyr Glu Glu Met Leu Arg Phe Tyr Ser Tyr Tyr Lys Gin 

35 40 45 

Ala Thr Met Gly Pro Cys Leu Val Pro Arg Pro Gly Phe Trp Asp Pro 

50 55 60 

He Gly Arg Tyr Lys Trp Asp Ala Trp Asn Ser Leu Gly Lys Met Ser 
65 70 75 80 

Arg Glu Glu Ala Met Ser Ala Tyr He Thr Glu Met Lys Leu Val Ala 

85 90 95 

Gin Lys Val He Asp Thr Val Pro Leu Gly Glu Val Ala Glu Asp Met 

100 105 110 

Phe Gly Tyr Phe Glu Pro Leu Tyr Gin Val He Pro Asp Met Pro Arg 

115 120 125 

Pro Pro Glu Thr Phe Leu Arg Arg Val Thr Gly Trp Lys Glu Gin Val 

130 135 140 

Val Asn Gly Asp Val Gly Ala Val Ser Glu Pro Pro Cys Leu Pro Lys 
145 150 155 160 

Glu Pro Ala Pro Pro Ser Pro Ala Ser Leu Trp Ala Val Thr Leu Pro 

165 170 175 

Thr Pro Pro Gin Ser Pro He His Pro Gly Thr Trp Thr Pro Arg Phe 

180 185 190 

Ser Val lie Pro Trp Ser Ser Trp Ser Leu Ser Trp Phe Gly Gin Ser 

195 200 205 

Ser Gly Gin His Leu Glu Glu Ser Val He Pro Gly Thr Ala Pro Cys 

210 215 220 

Pro Pro Gin Arg Lys Arg Gly Cys Gly Ala Ala Arg Arg Gly Pro Arg 
225 230 235 240 

Ser Trp Thr Cys Gly Cys Trp Gly Gin Phe Glu His Tyr Arg Arg Ala 

245 250 255 

Cys Arg Arg Cys Arg Arg Gly Cys Arg Ala Trp Arg Ala Cys Pro Gly 



2 4 
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260 265 270 

Pro Leu Ser Arg Gly Arg Ser Pro Gly Pro Val Leu Gly His Gly Pro 

275 280 285 

Leu Gly Ser Arg Gly Pro Arg Cys Ser Ser Ser Ser Cys Gly Pro Ser 

290 295 300 

Ser Ser Ser Gly Ser Ser Glu Cys Phe Gly Pro Lys Arg Gly Asp Cys 
305 310 315 320 

Gin Trp Arg Gly Leu Cys Ser Gin Leu Arg Leu Ser Cys Cys Ala Leu 

325 330 335 

Ser Leu Pro Arg Val 
340 



<210> 3 
<211> 835 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (90).. (740) 

<400> 3 

aaaaatccga agtgccgcgg aaagtggaga gctgacaagg aaggtttcga gcgttttgct 60 

ggcaaaggga tttcttacaa cctccaggc atg cgt ctt tct gcc ctg ctg gcc 113 

Met Arg Leu Ser Ala Leu Leu Ala 
1 5 



2 5 
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ttg gca tec aag gtc act ctg ccc ccc cat tac cgc tat ggg atg age 161 

Leu Ala Ser Lys Val Thr Leu Pro Pro His Tyr Arg Tyr Gly Met Ser 

10 15 20 

ccc cca ggc tct gtt gca gac aag agg aag aac ccc cca tgg ate agg 209 

Pro Pro Gly Ser Val Ala Asp Lys Arg Lys Asn Pro Pro Trp He Arg 

25 30 35 40 

egg cgc cca gtg gtt gtg gaa ccc ate tct gat gaa gac tgg tat ctg 257 

Arg Arg Pro Val Val Val Glu Pro He Ser Asp Glu Asp Trp Tyr Leu 

45 50 55 

ttc tgt ggg gac acg gtg gag ate eta gaa ggc aag gat gec ggg aag 305 

Phe Cys Gly Asp Thr Val Glu He Leu Glu Gly Lys Asp Ala Gly Lys 

60 65 70 

cag ggc aaa gtg gtt caa gtt ate egg cag cga aac tgg gtg gtc gtg 353 

Gin Gly Lys Val Val Gin Val lie Arg Gin Arg Asn Trp Val Val Val 

75 80 85 

gga ggg ctg aac aca cat tac cgc tac att ggc aag ace atg gat tac 401 

Gly Gly Leu Asn Thr His Tyr Arg Tyr He Gly Lys Thr Met Asp Tyr 

90 95 100 

egg gga acc atg ate cct agt gaa gec ccc ttg etc cac cgc cag gtc 449 

Arg Gly Thr Met He Pro Ser Glu Ala Pro Leu Leu His Arg Gin Val 

105 110 115 120 

2 6 ffilE# 2000-3113330 
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aaa ctt gtg gat cct atg gac agg aaa ccc act gag ate gag tgg aga 497 
Lys Leu Val Asp Pro Met Asp Arg Lys Pro Thr Glu lie Glu Trp Arg 

125 130 135 

ttt act gaa gca gga gag egg gta cga gtc tec aca cga tea ggg aga 545 
Phe Thr Glu Ala Gly Glu Arg Val Arg Val Ser Thr Arg Ser Gly Arg 

140 145 150 

att ate cct aaa ccc gaa ttt ccc aga get gat ggc ate gtc cct gaa 593 
lie lie Pro Lys Pro Glu Phe Pro Arg Ala Asp Gly He Val Pro Glu 
155 160 165 

a eg tgg att gat ggc ccc aaa gac aca tea gtg gaa gat get tta gaa 641 
Thr Trp He Asp Gly Pro Lys Asp Thr Ser Val Glu Asp Ala Leu Glu 

170 175 180 

aga ace tat gtg ccc tgt eta aag aca ctg cag gag gag gtg atg gag 689 
Arg Thr Tyr Val Pro Cys Leu Lys Thr Leu Gin Glu Glu Val Met Glu 

185 190 195 200 

gee atg ggg ate aag gag acc egg aaa tac aag aag gtc tat tgg tat 737 
Ala Met Gly He Lys Glu Thr Arg Lys Tyr Lys Lys Val Tyr Trp Tyr 

205 210 215 

tga gectggggea gagcagctcc tccccaactt ctgtcccagc cttgaaggct 790 



gaggcacttc tttttcagat gecaataaag agcactttat gagtc 835 



2 7 ffilE# 2000-31 13330 
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<210> 4 
<211> 216 
<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Arg Leu Ser Ala Leu Leu Ala Leu Ala Ser Lys Val Thr Leu Pro 

1 5 10 15 

Pro His Tyr Arg Tyr Gly Met Ser Pro Pro Gly Ser Val Ala Asp Lys 

20 25 30 

Arg Lys Asn Pro Pro Trp He Arg Arg Arg Pro Val Val Val Glu Pro 

35 40 45 

He Ser Asp Glu Asp Trp Tyr Leu Phe Cys Gly Asp Thr Val Glu He 

50 55 60 

Leu Glu Gly Lys Asp Ala Gly Lys Gin Gly Lys Val Val Gin Val He 
65 70 75 80 

Arg Gin Arg Asn Trp Val Val Val Gly Gly Leu Asn Thr His Tyr Arg 

85 90 95 

Tyr He Gly Lys Thr Met Asp Tyr Arg Gly Thr Met lie Pro Ser Glu 

100 105 110 

Ala Pro Leu Leu His Arg Gin Val Lys Leu Val Asp Pro Met Asp Arg 

115 120 125 

Lys Pro Thr Glu He Glu Trp Arg Phe Thr Glu Ala Gly Glu Arg Val 

130 135 140 

Arg Val Ser Thr Arg Ser Gly Arg He He Pro Lys Pro Glu Phe Pro 
145 150 155 160 

Arg Ala Asp Gly He Val Pro Glu Thr Trp He Asp Gly Pro Lys Asp 
165 170 175 

2 8 ffi£E# 2O 0 0-3 1 1 3 3 3 C 



#2000—160851 



Thr Ser Val Glu Asp Ala Leu Glu Arg Thr Tyr Val Pro Cys Leu Lys 

180 185 190 

Thr Leu Gin Glu Glu Val Met Glu Ala Met Gly He Lys Glu Thr Arg 

195 200 205 

Lys Tyr Lys Lys Val Tyr Trp Tyr 
210 215 



<210> 5 

<211> 2465 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (71).. (1261) 

<400> 5 

aaactcgtca tttcctccag ctagaggagc tcaactgatc tgttttcttt cgcccagcca 60 

aaatcacaga atg aag gcg gtg aag age gaa egg gag cga ggg age egg 109 
Met Lys Ala Val Lys Ser Glu Arg Glu Arg Gly Ser Arg 

15 10 

cga aga cac egg gac ggg gac gtg gtg ctg ccg gcg ggg gtg gtg gtg 157 
Arg Arg His Arg Asp Gly Asp Val Val Leu Pro Ala Gly Val Val Val 

15 20 25 



fl}|E# 2000-311333C 
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aag cag gag cgt etc age cca gaa gtc gca cct ccc gec cac cgc cgt 205 
Lys Gin Glu Arg Leu Ser Pro Glu Val Ala Pro Pro Ala His Arg Arg 

30 35 40 45 



ccg gac cac tec ggt ggt age ccg tct ccg ccg ace age gag ccg gec 253 
Pro Asp His Ser Gly Gly Ser Pro Ser Pro Pro Thr Ser Glu Pro Ala 

50 55 60 



cgc teg ggc cac cgc ggg aac cga gec cga gga gtt age egg tec cca 301 
Arg Ser Gly His Arg Gly Asn Arg Ala Arg Gly Val Ser Arg Ser Pro 
65 70 75 



ccc aaa aag aaa aac aag gec tea ggg aga aga age aag tct cct cgc 349 

Pro Lys Lys Lys Asn Lys Ala Ser Gly Arg Arg Ser Lys Ser Pro Arg 
80 85 90 

agt aag aga aac cga agt cct cac cac tea aca gtc aaa gtg aag cag 397 

Ser Lys Arg Asn Arg Ser Pro His His Ser Thr Val Lys Val Lys Gin 
95 100 105 

gag cgt gag gat cat ccc egg aga gga egg gag gat egg cag cac agg 445 

Glu Arg Glu Asp His Pro Arg Arg Gly Arg Glu Asp Arg Gin His Arg 

110 115 120 125 



gaa cca tea gaa cag gaa cac agg aga get agg aac agt gac egg gac 493 
Glu Pro Ser Glu Gin Glu His Arg Arg Ala Arg Asn Ser Asp Arg Asp 
130 135 140 



aga cac egg ggc cat tec cac caa agg aga acg tct aac gag agg cct 541 



3 0 
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Arg His Arg Gly His Ser His Gin Arg Arg Thr Ser Asn Glu Arg Pro 

145 150 155 

ggg agt ggg cag ggt cag gga egg gat cga gac act cag aac ctg cag 589 
Gly Ser Gly Gin Gly Gin Gly Arg Asp Arg Asp Thr Gin Asn Leu Gin 
160 165 170 

get cag gaa gaa gag egg gag ttt tat aat gee agg cga egg gag cat 637 
Ala Gin Glu Glu Glu Arg Glu Phe Tyr Asn Ala Arg Arg Arg Glu His 
175 180 185 

cgc cag agg aat gac gtt ggt ggt ggc ggc agt gag tct cag gag ttg 685 
Arg Gin Arg Asn Asp Val Gly Gly Gly Gly Ser Glu Ser Gin Glu Leu 

190 195 200 205 

gtt cct egg cct ggt ggc aac aac aaa gaa aaa gag gtg ccc get aaa 733 
Val Pro Arg Pro Gly Gly Asn Asn Lys Glu Lys Glu Val Pro Ala Lys 

210 215 220 

gaa aaa cca age ttt gaa ctt tct ggg gca ctt ctt gag gac ace aac 781 
Glu Lys Pro Ser Phe Glu Leu Ser Gly Ala Leu Leu Glu Asp Thr Asn 

225 230 235 

act ttc egg ggt gta gtc att aaa tat agt gag ccc cca gaa gca cgt 829 
Thr Phe Arg Gly Val Val He Lys Tyr Ser Glu Pro Pro Glu Ala Arg 

240 245 250 

ate ccc aaa aaa egg tgg cgt etc tac cca ttt aaa aat gat gag gtg 877 
He Pro Lys Lys Arg Trp Arg Leu Tyr Pro Phe Lys Asn Asp Glu Val 

3 1 ffll£# 2000-3113330 
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255 260 265 

ctt cca gtc atg tac ata cat cga cag agt gcg tac eta ctg ggt cga 925 
Leu Pro Val Met Tyr He His Arg Gin Ser Ala Tyr Leu Leu Gly Arg 

270 275 280 285 

cac cgc cgc att gca gac att cca att gat cac ccg tct tgt tea aag 973 
His Arg Arg lie Ala Asp lie Pro He Asp His Pro Ser Cys Ser Lys 

290 295 300 

cag cat gcg gtc ttt caa tat egg ctt gtg gaa tat acc cgt get gat 1021 
Gin His Ala Val Phe Gin Tyr Arg Leu Val Glu Tyr Thr Arg Ala Asp 

305 310 315 

ggc aca gtt ggc cga aga gtg aag ccc tac ate att gac ctt ggc tea 1069 
Gly Thr Val Gly Arg Arg Val Lys Pro Tyr He He Asp Leu Gly Ser 

320 325 330 

ggc aat gga acc ttc tta aac aac aaa cgt att gag cca cag aga tac 1117 
Gly Asn Gly Thr Phe Leu Asn Asn Lys Arg He Glu Pro Gin Arg Tyr 

335 340 345 

tat gaa eta aaa gaa aag gat gta etc aaa ttt gga ttc agt age aga 1165 
Tyr Glu Leu Lys Glu Lys Asp Val Leu Lys Phe Gly Phe Ser Ser Arg 
350 355 360 365 

gaa tac gtc ttg etc cat gag teg teg gac act tct gaa ata gac agg 1213 
Glu Tyr Val Leu Leu His Glu Ser Ser Asp Thr Ser Glu He Asp Arg 
370 375 380 

3 2 ffi!E# 2000-3113330 



#2000-160851 

aaa gat gac gag gat gag gag gag gag gaa gaa gtg tct gac age tag 1261 
Lys Asp Asp Glu Asp Glu Glu Glu Glu Glu Glu Val Ser Asp Ser 

385 390 395 

caaactaaga acccaaacta ttgatacacg gtttccttct tggaagtctt tgattgactc 1321 
agagagcact atggtggtgg gtccagcact atggtgctct ctgtaatgcc tcttactgcc 1381 
ttaagtcttt cctctgttgc tgaccagatt gtgttaccat ttgaatacac tgactaatgt 1441 
ttgttaaact ttttctgtgg caccttggcc acatgcctgc aggcatttgt tttcagaaca 1501 
gtctcaccaa ttacaacaca ccgtgtttta gtagaagtgt tgtggtttta gttggtgctt 1561 
teagaactge tgcctaggaa actataaacc cttggttaag gggaaatcat ggcttgttct 1621 
ctttgtacag ttactttatt tatataggtg ttaagctttg tggaccaggt gtttttcttt 1681 
tggggegaac ccctgagcag agaatcttac taggctttgg ttatcaccaa aacaacctcc 1741 
agtatatacc aaagctttga cttgtttgag ctcttgagct tagaagttga ttttgeaett 1801 
atttttttgg ggggtgggaa tgtactgcag tcagtaaaca ttattgactg tttaacttaa 1861 
acagatgett tatggcacct gctcaagccc gtgactgtac agaaggatcc tggttgctac 1921 
cagtgggtgc tgattcagca tcacaagtga ctgaaattgg ctgtggatct gttctttgtg 1981 

3 3 2 0 0 0-3 1 1 3 3 3 C 



#2000—160851 
aaagaattcc tgatttctcc atggagcatg tacacaacaa ttttgatcat attaactgta 2041 
cttcagtttt gcatttttat tcaaatgtta tctctttttt tctttgagaa ataaactgtc 2101 
actgatgtga cagcgttctt tctttattct aataacatgt atagatctaa agcaggttgt 2161 
gttgtttaca tgtttctaca catttcatcc tttaaaaagt tgttgagaga ggttgtattt 2221 
accttcccaa ggttggaaag caggggaatt tcccagtgtc ctagttttcc accagaggaa 2281 
tatgtgtaag tagcaaagta tttgctgctt acatatagtg tgtatgtatg tatatatgta 2341 
aattgtgtgt taaagagctg atactgattt tcatatgaca atgttaggca aaggcctccc 2401 
tgcatttgaa gagcaggttt tcatttatat gtatttttgg gataaaaaaa taaatttgta 2461 
atat 2465 

<210> 6 
<211> 396 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Het Lys Ala Val Lys Ser Glu Arg Glu Arg Gly Ser Arg Arg Arg His 

15 10 15 

Arg Asp Gly Asp Val Val Leu Pro Ala Gly Val Val Val Lys Gin Glu 

20 25 30 

3 4 ffi!E# 2000-3113330 



#2000-160851 



Arg Leu Ser Pro Glu Val Ala Pro Pro Ala His Arg Arg Pro Asp His 

35 40 45 

Ser Gly Gly Ser Pro Ser Pro Pro Thr Ser Glu Pro Ala Arg Ser Gly 

50 55 60 

His Arg Gly Asn Arg Ala Arg Gly Val Ser Arg Ser Pro Pro Lys Lys 
65 70 75 80 

Lys Asn Lys Ala Ser Gly Arg Arg Ser Lys Ser Pro Arg Ser Lys Arg 

85 90 95 

Asn Arg Ser Pro His His Ser Thr Val Lys Val Lys Gin Glu Arg Glu 

100 105 110 

Asp His Pro Arg Arg Gly Arg Glu Asp Arg Gin His Arg Glu Pro Ser 

115 120 125 

Glu Gin Glu His Arg Arg Ala Arg Asn Ser Asp Arg Asp Arg His Arg 

130 135 140 

Gly His Ser His Gin Arg Arg Thr Ser Asn Glu Arg Pro Gly Ser Gly 
145 150 155 160 

Gin Gly Gin Gly Arg Asp Arg Asp Thr Gin Asn Leu Gin Ala Gin Glu 

165 170 175 

Glu Glu Arg Glu Phe Tyr Asn Ala Arg Arg Arg Glu His Arg Gin Arg 

180 185 190 

Asn Asp Val Gly Gly Gly Gly Ser Glu Ser Gin Glu Leu Val Pro Arg 

195 200 205 

Pro Gly Gly Asn Asn Lys Glu Lys Glu Val Pro Ala Lys Glu Lys Pro 

210 215 220 

Ser Phe Glu Leu Ser Gly Ala Leu Leu Glu Asp Thr Asn Thr Phe Arg 
225 230 235 240 

Gly Val Val He Lys Tyr Ser Glu Pro Pro Glu Ala Arg He Pro Lys 

245 250 255 

Lys Arg Trp Arg Leu Tyr Pro Phe Lys Asn Asp Glu Val Leu Pro Val 



3 5 



HiWt^ 2000-3113330 



#2 000—160851 

260 265 270 

Met Tyr He His Arg Gin Ser Ala Tyr Leu Leu Gly Arg His Arg Arg 

275 280 285 

He Ala Asp He Pro He Asp His Pro Ser Cys Ser Lys Gin His Ala 

290 295 300 

Val Phe Gin Tyr Arg Leu Val Glu Tyr Thr Arg Ala Asp Gly Thr Val 
305 310 315 320 

Gly Arg Arg Val Lys Pro Tyr He He Asp Leu Gly Ser Gly Asn Gly 

325 330 335 

Thr Phe Leu Asn Asn Lys Arg He Glu Pro Gin Arg Tyr Tyr Glu Leu 

340 345 350 

Lys Glu Lys Asp Val Leu Lys Phe Gly Phe Ser Ser Arg Glu Tyr Val 

355 360 365 

Leu Leu His Glu Ser Ser Asp Thr Ser Glu He Asp Arg Lys Asp Asp 

370 375 380 

Glu Asp Glu Glu Glu Glu Glu Glu Val Ser Asp Ser 
385 390 395 



<210> 7 
<211> 3600 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (149).. (1504) 



ffiIE# 2000-3113330 



#2000—160851 

<400> 7 

aatccagcgc agccgggaga cagatgcgag gcggcggtca gcaggtgccg aacccacggc 60 

caggcttccg tggccagcag ccctagagga atggccatcc tgtccctgcg agcccctggg 120 

ccctggcagg cgatgcaggt gggatgct atg gaa tat gat gag aag ctg gcc 172 

Met Glu Tyr Asp Glu Lys Leu Ala 
1 5 

cgt ttc egg cag gcc cac etc aac ccc ttc aac aag cag tct ggg ccg 220 
Arg Phe Arg Gin Ala His Leu Asn Pro Phe Asn Lys Gin Ser Gly Pro 
10 15 20 

aga cag cat gag cag. ggc cct ggg gag gag gtc ccg gac gtc act cct 268 
Arg Gin His Glu Gin Gly Pro Gly Glu Glu Val Pro Asp Val Thr Pro 

25 30 35 40 

gaa gag gcc ctg cct gag ctg ccc cct ggg gag ccg gaa ttc cgc tgc 316 
Glu Glu Ala Leu Pro Glu Leu Pro Pro Gly Glu Pro Glu Phe Arg Cys 

45 50 55 

cct gaa cgc gtg atg gat etc ggc ctg tct gag gac cac ttc tec cgc 364 
Pro Glu Arg Val Met Asp Leu Gly Leu Ser Glu Asp His Phe Ser Arg 
60 65 70 

cct gtg ggt ctg ttc ctg gcc tct gac gtc cag cag ctg egg cag gcg 412 
Pro Val Gly Leu Phe Leu Ala Ser Asp Val Gin Gin Leu Arg Gin Ala 

75 80 85 

3 7 ffilE# 2000-3113330 



#2000—160851 

ate gag gag tgc aag cag gtg att ctg gag ctg ccc gag cag teg gag 460 
lie Glu Glu Cys Lys Gin Val He Leu Glu Leu Pro Glu Gin Ser Glu 
90 95 100 

aag cag aag gat gee gtg gtg cga etc ate cac etc egg ctg aag etc 508 
Lys Gin Lys Asp Ala Val Val Arg Leu He His Leu Arg Leu Lys Leu 
105 110 115 120 

cag gag ctg aag gac ccc aat gag gat gag cca aac ate cga gtg etc 556 
Gin Glu Leu Lys Asp Pro Asn Glu Asp Glu Pro Asn He Arg Val Leu 
125 130 135 

ctt gag cac cgc ttt tac aag gag aag age aag age gtc aag cag ace 604 
Leu Glu His Arg Phe Tyr Lys Glu Lys Ser Lys Ser Val Lys Gin Thr 
140 145 150 

tgt gac aag tgt aac acc ate ate tgg ggg etc att cag acc tgg tac 652 
Cys Asp Lys Cys Asn Thr He He Trp Gly Leu He Gin Thr Trp Tyr 
155 160 165 

acc tgc aca ggg tgt tat tac cgc tgt cac agt aag tgc ttg aac etc 700 
Thr Cys Thr Gly Cys Tyr Tyr Arg Cys His Ser Lys Cys Leu Asn Leu 
170 175 180 

ate tec aag ccc tgt gtg age tec aaa gtc age cac caa get gaa tac 748 
He Ser Lys Pro Cys Val Ser Ser Lys Val Ser His Gin Ala Glu Tyr 
185 190 195 200 

gaa ctg aac ate tgc cct gag aca ggg ctg gac age cag gat tac cgc 796 

3 8 ffifflE4# 2 0 0 0-3 1 1 3 3 3 C 



#2 000—160851 



Glu Leu Asn lie Cys Pro Glu Thr Gly Leu Asp Ser Gin Asp Tyr Arg 

205 210 215 

tgt gcc gag tgc egg gcg ccc ate tct ctg egg ggt gtg ccc agt gag 844 
Cys Ala Glu Cys Arg Ala Pro He Ser Leu Arg Gly Val Pro Ser Glu 

220 225 230 

gcc agg cag tgc gac tac acc ggc cag tac tac tgc age cac tgc cac 892 
Ala Arg Gin Cys Asp Tyr Thr Gly Gin Tyr Tyr Cys Ser His Cys His 
235 240 245 

tgg aac gac ctg get gtg ate cct gca cgc gtt gta cac aac tgg gac 940 
Trp Asn Asp Leu Ala Val lie Pro Ala Arg Val Val His Asn Trp Asp 

250 255 26.0 

ttt gag cct cga aag gtt tct cgc tgc age atg cgc tac ctg gcg ctg 988 
Phe Glu Pro Arg Lys Val Ser Arg Cys Ser Met Arg Tyr Leu Ala Leu 
265 270 275 280 

atg gtg tct egg ccc gta etc agg etc egg gag ate aac cct ctg ctg 1036 
Met Val Ser Arg Pro Val Leu Arg Leu Arg Glu He Asn Pro Leu Leu 

285 290 295 

ttc age tac gtg gag gag ctg gtg gag att cgc aag ctg cgc cag gac 1084 
Phe Ser Tyr Val Glu Glu Leu Val Glu lie Arg Lys Leu Arg Gin Asp 

300 305 310 

ate ctg etc atg aag ccg tac ttc ate acc tgc agg gag gcc atg gag 1132 
He Leu Leu Met Lys Pro Tyr Phe He Thr Cys Arg Glu Ala Met Glu 



3 9 



ffilE# 2000-3113330 



#2000—160851 



315 320 325 

get cgt ctg ctg ctg cag etc cag gat egg cag cat ttt gtg gag aac 1180 
Ala Arg Leu Leu Leu Gin Leu Gin Asp Arg Gin His Phe Val Glu Asn 

330 335 340 

gac gag atg tac tct gtc cag gac etc ctg gac gtg cat gee ggc cgc 1228 
Asp Glu Met Tyr Ser Val Gin Asp Leu Leu Asp Val His Ala Gly Arg 

345 350 355 360 

ctg ggc tgc teg etc acc gag ate cac acg etc ttc gec aag cac ate 1276 
Leu Gly Cys Ser Leu Thr Glu He His Thr Leu Phe Ala Lys His He 
365 370 375 

aag ctg gac tgc gag egg tgc cag gec aag ggc ttc gtg tgt gag etc 1324 
Lys Leu Asp Cys Glu Arg Cys Gin Ala Lys Gly Phe Val Cys Glu Leu 

380 385 390 

tgc aga gag ggc gac gtg ctg ttc ccg ttc gac age cac acg tct gtg 1372 
Cys Arg Glu Gly Asp Val Leu Phe Pro Phe Asp Ser His Thr Ser Val 

395 400 405 

tgc gec gac tgc tec gcg gtc ttc cac agg gac tgc tac tac gac aac 1420 
Cys Ala Asp Cys Ser Ala Val Phe His Arg Asp Cys Tyr Tyr Asp Asn 
410 415 420 

tec acc act tgt ccc aag tgt gec egg etc age ctg agg aag cag teg 1468 
Ser Thr Thr Cys Pro Lys Cys Ala Arg Leu Ser Leu Arg Lys Gin Ser 
425 430 435 440 

4 0 ffil£# 2000-3113330 



#2 000-160851 



etc ttc cag gag cca ggt ccc gat gtg gag gec tag cgccgaggaa 



1514 



Leu Phe Gin Glu Pro Gly Pro Asp Val Glu Ala 



445 



450 



cagtgctggg caccccgcct ggcccgccag gacccaccct gccaacatca agttgttcct 1574 



tctgctccgg agacccctgg ggtgcggccc tggccccctc cacccctgct gggecagage 1634 



g&gtgggcag tgtcaaggee cgctgtctcc caggtgcttg ctgggactcg gggcggctgc 1694 



acctggctgt cacctgggtg tgctgctgtg aggggtcctt gcgtggcccc catccttccc 1754 



ecaatgeaga actccatggg cagggagctg gggggacatc tcacctcccc catggcacag 1814 



agccctccac acccctggac cagggcatcc gggecctaga aattccacag ctcccgtcct 1874 



ggccaccctg gaagctcatc aggecaagae ceggacagag cttcagagga gtgttgagtg 1934 



acacctgagg atgcggctgc acacactcag ccaagggccg agtctcacct gcggtggggt 1994 



ttcggctctg cctgggggct ccatcccttt cagccactcg tggccttggg gatttctggt 2054 



tgtccccagc tgggactgtt cacagttgtc acctgcagac ctgcctctcc ctggcctgag 2114 



gttcaaaggc etcateggat ggtcagtaca gtggggtcac ctgttgtttc tatacaacag 2174 



cagggaaggg gecatggage ttttccctgc tgggtgctcc tgctttggcc cagcccacct 2234 



4 1 
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ttcctggtgc tccaagctag gaggctgtgg ccccagcctg aggagggtgt cctggcctcc 2294 

aggtgtgcag caggggctgt gtgctggggg aggttccagt taggcgatgg gatcctgcag 2354 

tggtctggtg gcatttcttg gaaccagatt tacctgagga gctctgtcct gctccctgtg 2414 

gagggctcca gatagctcag aaatgaccag ccaatggcct tttgtttggg ggcctgaggt 2474 

caagagagct gagagtattc gctcgactga gcacattcag gaagatcagg gcaggcgtgt 2534 

gggaggtccc tcactccacg ggacagaggc ccctggacag cagaggaaac ctacagctct 2594 

gggtgzgggg acacttggct ttggtgtttg cactttacag atcctgcggt ccacgagggg 2654 

cctcaggaga ggacgtgtca ggacgtggct tcccagcctt ctgccttggg cagtgggggt 2714 

gctcctgtct gtccttttcc cccacaccct ggactgtgct tggctgttgg tgcacatggt 2774 

tggcacacgg tgggcagagg gcagagaatg ccactgcttg gttattggtc ccctttgacc 2834 

aggaaaccca agaggagaca cctcagtcag cagaaaggcc acctggctca ctggctcatt 2894 

ccaggagtgg gagagacggc agggtctcct ctttgtcctc cggcatcagg aaggggatgg 2954 

tgtccactcc ccactgtggt ggctttaggc aaggttctta ttgtctgctc tgcctcggtt 3014 

tccccatctg gaaaatgggg gcaggggtcc tgacctacct caggtggaac ggtgagcagg 3074 

gaacatgtcg gagtccttca gagaatgtga tgtgaggttg gatcaacagt gtgggttcct 3134 

4 2 HifE# 2000-311333C 



#2 000—160851 

gtcctgtttc cccttcctct ttggggctga ggaggaggtt aaaggccaaa tgctgtttcc 3194 
caacacccca aagtctgcac acgtctcatg aatgcatcac atttctgtca tatggatatt 3254 
agccattccg aaatctgtgt aatcaacttc acattattca agttacaaat cactgtgtcc 3314 
atagaaaaac tgtgctggta tttgctggac aaagggttgg gcccctttta tttttacctg 3374 
ccacccagca tctcccccac ctgccccttc tgggtgacac agccggtaaa cggaatcacg 3434 
tatggttctt tctgtgggtc tgtggcacag caggaagagc ccggtgccgc cagcaccttg 3494 
tggaagacca cacatgggtg gtcccacagc atgggaccag gctggcctga gggatgccca 3554 
gttgtaacaa tgctgctgtc actgtctcat taaatataca tccttt 3600 

<210> 8 
<211> 451 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Glu Tyr Asp Glu Lys Leu Ala Arg Phe Arg Gin Ala His Leu Asn 

1 5 10 15 

Pro Phe Asn Lys Gin Ser Gly Pro Arg Gin His Glu Gin Gly Pr Gly 

20 25 30 

Glu Glu Val Pro Asp Val Thr Pro Glu Glu Ala Leu Pro Glu Leu Pro 

4 3 ffiSE# 2000-31 13330 



4#2 000—160851 



35 40 45 

Pro Gly Glu Pro Glu Phe Arg Cys Pro Glu Arg Val Met Asp Leu Gly 

50 55 60 

Leu Ser Glu Asp His Phe Ser Arg Pro Val Gly Leu Phe Leu Ala Ser 
65 70 75 80 

Asp Val Gin Gin Leu Arg Gin Ala lie Glu Glu Cys Lys Gin Val He 

85 90 95 

Leu Glu Leu Pro Glu Gin Ser Glu Lys Gin Lys Asp Ala Val Val Arg 

100 105 110 

Leu lie His Leu Arg Leu Lys Leu Gin Glu Leu Lys Asp Pro Asn Glu 

115 120 125 

Asp Glu Pro Asn He Arg Val Leu Leu Glu His Arg Phe Tyr Lys Glu 

130 135 140 

Lys Ser Lys Ser Val Lys Gin Thr Cys Asp Lys Cys Asn Thr He lie 
145 150 155 160 

Trp Gly Leu lie Gin Thr Trp Tyr Thr Cys Thr Gly Cys Tyr Tyr Arg 

165 170 175 

Cys His Ser Lys Cys Leu Asn Leu He Ser Lys Pro Cys Val Ser Ser 

180 185 190 

Lys Val Ser His Gin Ala Glu Tyr Glu Leu Asn He Cys Pro Glu Thr 

195 200 205 

Gly Leu Asp Ser Gin Asp Tyr Arg Cys Ala Glu Cys Arg Ala Pro He 

210 215 220 

Ser Leu Arg Gly Val Pro Ser Glu Ala Arg Gin Cys Asp Tyr Thr Gly 
225 230 235 240 

Gin Tyr Tyr Cys Ser His Cys His Trp Asn Asp Leu Ala Val He Pro 

245 250 255 

Ala Arg Val Val His Asn Trp Asp Phe Glu Pro Arg Lys Val Ser Arg 
260 265 270 



4 4 
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Cys Ser Met Arg Tyr Leu Ala Leu Met Val Ser Arg Pro Val Leu Arg 

275 280 285 

Leu Arg Glu lie Asn Pro Leu Leu Phe Ser Tyr Val Glu Glu Leu Val 

290 295 300 

Glu He Arg Lys Leu Arg Gin Asp He Leu Leu Met Lys Pro Tyr Phe 
305 310 315 320 

He Thr Cys Arg Glu Ala Met Glu Ala Arg Leu Leu Leu Gin Leu Gin 

325 330 335 

Asp Arg Gin His Phe Val Glu Asn Asp Glu Met Tyr Ser Val Gin Asp 

340 345 350 

Leu Leu Asp Val His Ala Gly Arg Leu Gly Cys Ser Leu Thr Glu He 

355 360 365 

His Thr Leu Phe Ala Lys His He Lys Leu Asp Cys Glu Arg Cys Gin 

370 375 380 

Ala Lys Gly Phe Val Cys Glu Leu Cys Arg Glu Gly Asp Val Leu Phe 
385 390 395 400 

Pro Phe Asp Ser His Thr Ser Val Cys Ala Asp Cys Ser Ala Val Phe 

405 410 415 

His Arg Asp Cys Tyr Tyr Asp Asn Ser Thr Thr Cys Pro Lys Cys Ala 

420 425 430 

Arg Leu Ser Leu Arg Lys Gin Ser Leu Phe Gin Glu Pro Gly Pro Asp 

435 440 445 

Val Glu Ala 
450 



<210> 9 
<211> 442 



4 5 



ffilE# 2000-3113330 



#2 000 — 1 60851 



<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (353) 

<400> 9 

gttctacagc t atg gec ggg cca get gca get ttc cgc cgc ttg ggc gec 50 
Met Ala Gly Pro Ala Ala Ala Phe Arg Arg Leu Gly Ala 
15 10 

ttg tec gga get gcg gee tta ggc ttc get tec tac ggg gcg cac ggc 98 
Leu Ser Gly Ala Ala Ala Leu Gly Phe Ala Ser Tyr Gly Ala His Gly 

15 20 25 

gec caa ttc cca gat gec tac ggg aag gag ctg ttt gac aag gec aac 146 
Ala Gin Phe Pro Asp Ala Tyr Gly Lys Glu Leu Phe Asp Lys Ala Asn 
30 35 40 45 

aaa cac cac ttc tta cac age ctg gee ctg tta ggg gtg ccc cat tgc 194 
Lys His His Phe Leu His Ser Leu Ala Leu Leu Gly Val Pro His Cys 

50 55 60 

aga aag cca etc tgg get ggg tta ttg eta get tec gga acg acc tta 242 
Arg Lys Pro Leu Trp Ala Gly Leu Leu Leu Ala Ser Gly Thr Thr Leu 

65 70 75 

ttc tgc acc age ttt tac tac cag get ctg agt gga gac ccc age ate 290 

4 6 ffiIE# 2000-3113330 



<Rf2 000 — 160851 



Phe Cys Thr Ser Phe Tyr Tyr Gin Ala Leu Ser Gly Asp Pro Ser He 

80 85 90 

cag act ttg gcc cct gcg gga ggg acc ctg eta etc ttg gge tgg ctt 338 

Gin Thr Leu Ala Pro Ala Gly Gly Thr Leu Leu Leu Leu Gly Trp Leu 

95 100 105 

gcc ttg get ctt tga gctccctttt gcttaattac tgggttttct gggcagtttt 393 

Ala Leu Ala Leu 

110 

tttttttaaa gagttggagt aagaagagga ttaaaaagga aaggcaaat 442 



<210> 10 

<211> 113 

<212> PRT 

<213> Homo sapiens 

<400> 10 

Met Ala Gly Pro Ala Ala Ala Phe Arg Arg Leu Gly Ala Leu Ser Gly 

15 10 15 

Ala Ala Ala Leu Gly Phe Ala Ser Tyr Gly Ala His Gly Ala Gin Phe 

20 25 30 

Pro Asp Ala Tyr Gly Lys Glu Leu Phe Asp Lys Ala Asn Lys His His 

35 40 45 

Phe Leu His Ser Leu Ala Leu Leu Gly Val Pro His Cys Arg Lys Pro 

50 55 60 

Leu Trp Ala Gly Leu Leu Leu Ala Ser Gly Thr Thr Leu Phe Cys Thr 



4 7 ffifE*f# 2000-31 13330 



#2000-160851 



65 70 75 80 

Ser Phe Tyr Tyr Gin Ala Leu Ser Gly Asp Pro Ser He Gin Thr Leu 

85 90 95 

Ala Pro Ala Gly Gly Thr Leu Leu Leu Leu Gly Trp Leu Ala Leu Ala 
100 105 110 

Leu 



<210> 11 
<211> 726 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (12).. (680) 

<400> 11 

gcacagccaa g atg gcg gcg tec gtg cga cag gca cgc age eta eta ggt 50 

Met Ala Ala Ser Val Arg Gin Ala Arg Ser Leu Leu Gly 
15 10 

gtg gcg gcg ace ctg gec ccg ggt tec cgt ggc tac egg gcg egg ccg 98 
Val Ala Ala Thr Leu Ala Pro Gly Ser Arg Gly Tyr Arg Ala Arg Pro 

15 20 25 

ccc ccg cgc cgc agg ccg gga ccc egg tgg cca gac ccc gag gac etc 146 
Pro Pro Arg Arg Arg Pro Gly Pro Arg Trp Pro Asp Pro Glu Asp Leu 

4 8 £tt!E# 2000-3113330 



#2 000—1 60851 



30 35 40 45 

ctg acc ccg egg tgg cag ctg gga ccg cgc tac gcg get aag cag ttc 194 
Leu Thr Pro Arg Trp Gin Leu Gly Pro Arg Tyr Ala Ala Lys Gin Phe 
50 55 60 

gcg cgt tac ggc gec gec tec ggg gtg gtc ccc ggt teg tta tgg ccg 242 
Ala Arg Tyr Gly Ala Ala Ser Gly Val Val Pro Gly Ser Leu Trp Pro 

65 70 75 

teg ccg gag cag ctg egg gag ctg gag gee gaa gaa cgc gaa tgg tac 290 
Ser Pro Glu Gin Leu Arg Glu Leu Glu Ala Glu Glu Arg Glu Trp Tyr 

80 85 90 

ccg age ctg gcg acc atg cag gag teg ctg egg gtg aag cag ctg gec 338 
Pro Ser Leu Ala Thr Met Gin Glu Ser Leu Arg Val Lys Gin Leu Ala 

95 100 105 

gaa gag cag aag cgt egg gag agg gag cag cac ate gca gag tgc atg 386 
Glu Glu Gin Lys Arg Arg Glu Arg Glu Gin His He Ala Glu Cys Met 

110 115 120 125 

gee aag atg cca cag atg att gtg aac tgg cag cag cag cag egg gag 434 
Ala Lys Met Pro Gin Met He Val Asn Trp Gin Gin Gin Gin Arg Glu 

130 135 140 

aac tgg gag aag gee cag get gac aag gag agg agg gee cga ctg cag 482 
Asn Trp Glu Lys Ala Gin Ala Asp Lys Glu Arg Arg Ala Arg Leu Gin 

145 150 155 



4 9 ffiSE4$ 2000-3113330 
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get gag gec cag gag etc ctg ggc tac cag gtg gac cca agg agt gee 530 
Ala Glu Ala Gin Glu Leu Leu Gly Tyr Gin Val Asp Pro Arg Ser Ala 
160 165 170 

cgc ttc cag gag ctg etc cag gac eta gag aag aag gag cgc aag cgc 578 
Arg Phe Gin Glu Leu Leu Gin Asp Leu Glu Lys Lys Glu Arg Lys Arg 
175 180 185 

etc aag gag gaa aaa cag aaa egg aag aag gag gcg cga get get gca 626 
Leu Lys Glu Glu Lys Gin Lys Arg Lys Lys Glu Ala Arg Ala Ala Ala 
190 195 200 205 

ttg get gca get gtg get caa gac cca gca gee tct ggg gca ccc age 674 
Leu Ala Ala Ala Val Ala Gin Asp Pro Ala Ala Ser Gly Ala Pro Ser 

210 215 220 

tec tga ggctttgtcc cttcccaata aagectgeta cctggcagta cccctg 726 
Ser 

<210> 12 
<211> 222 
<212> PRT 

<213> Homo sapiens 
<400> 12 

Met Ala Ala Ser Val Arg Gin Ala Arg Ser Leu Leu Gly 

15 10 



Val Ala Ala 
15 



5 0 



ffi$E# 2000-3113330 



#2 000-160851 



Thr Leu Ala Pro Gly Ser Arg Gly Tyr Arg Ala Arg Pro Pro Pro Arg 

20 25 30 

Arg Arg Pro Gly Pro Arg Trp Pro Asp Pro Glu Asp Leu Leu Thr Pro 

35 40 45 

Arg Trp Gin Leu Gly Pro Arg Tyr Ala Ala Lys Gin Phe Ala Arg Tyr 

50 55 60 

Gly Ala Ala Ser Gly Val Val Pro Gly Ser Leu Trp Pro Ser Pro Glu 
65 70 75 80 

Gin Leu Arg Glu Leu Glu Ala Glu Glu Arg Glu Trp Tyr Pro Ser Leu 

85 90 95 

Ala Thr Met Gin Glu Ser Leu Arg Val Lys Gin Leu Ala Glu Glu Gin 

100 105 110 

Lys Arg Arg Glu Arg Glu Gin His He Ala Glu Cys Met Ala Lys Met 

115 120 125 

Pro Gin Met He Val Asn Trp Gin Gin Gin Gin Arg Glu Asn Trp Glu 

130 135 140 

Lys Ala Gin Ala Asp Lys Glu Arg Arg Ala Arg Leu Gin Ala Glu Ala 
145 150 155 160 

Gin Glu Leu Leu Gly Tyr Gin Val Asp Pro Arg Ser Ala Arg Phe Gin 

165 170 175 

Glu Leu Leu Gin Asp Leu Glu Lys Lys Glu Arg Lys Arg Leu Lys Glu 

180 185 190 

Glu Lys Gin Lys Arg Lys Lys Glu Ala Arg Ala Ala Ala Leu Ala Ala 

195 200 205 

Ala Val Ala Gin Asp Pro Ala Ala Ser Gly Ala Pro Ser Ser 
210 215 220 
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<210> 13 

<211> 1120 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (208).. (1044) 
<400> 13 

ccttttcttc cgcacggttg gaggaggtcg gctggttatc gggagttgga gggctgaggt 60 

cgggagggtg gtgtgtacag agctctagga ctcacgcacc aggccagtcg cgggttttgg 120 

gccgaggcct gggttacaag cagcaagtgc gcggttgggg ccactgcgag gccgttttag 180 

aaaactgttt aaaacaaaga gcaattg atg gat aaa tea gga ata gat tct ctt 234 

Met Asp Lys Ser Gly He Asp Ser Leu 
1 5 

gac cat gtg aca tct gat get gtg gaa ctt gca aat cga agt gat aac 282 
Asp His Val Thr Ser Asp Ala Val Glu Leu Ala Asn Arg Ser Asp Asn 

10 15 20 25 

tct tct gat age age tta ttt aaa act cag tgt ate cct tac tea cct 330 
Ser Ser Asp Ser Ser Leu Phe Lys Thr Gin Cys lie Pro Tyr Ser Pro 
30 35 40 

aaa ggg gag aaa aga aac ccc att cga aaa ttt gtt cgt aca cct gaa 378 
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Lys Gly Glu Lys Arg Asn Pro He Arg Lys Phe Val Arg Thr Pro Glu 

45 50 55 

agt gtt cac gca agt gat tea tea agt gac tea tct ttt gaa cca ata 426 
Ser Val His Ala Ser Asp Ser Ser Ser Asp Ser Ser Phe Glu Pro He 

60 65 70 

cca ttg act ata aaa get att ttt gaa aga ttc aag aac agg aaa aag 474 
Pro Leu Thr He Lys Ala He Phe Glu Arg Phe Lys Asn Arg Lys Lys 

75 80 85 

aga tat aaa aaa aag aaa aag agg agg tac cag cca aca gga aga cca 522 
Arg Tyr Lys Lys Lys Lys Lys Arg Arg Tyr Gin Pro Thr Gly Arg Pro 
90 95 100 105 

egg gga aga cca gaa gga agg aga aat cct ata tac tea eta ata gat 570 
Arg Gly Arg Pro Glu Gly Arg Arg Asn Pro He Tyr Ser Leu He Asp 
110 115 120 

aag aag aaa caa ttt aga age aga gga tct ggc ttc cca ttt tta gaa 618 
Lys Lys Lys Gin Phe Arg Ser Arg Gly Ser Gly Phe Pro Phe Leu Glu 
125 130 135 

tea gag aat gaa aaa aac gca cct tgg aga aaa att tta acg ttt gag 666 
Ser Glu Asn Glu Lys Asn Ala Pro Trp Arg Lys lie Leu Thr phe Glu 
140 145 150 

caa get gtt gca aga gga ttt ttt aac tat att gaa aaa ctg aag tat 714 
Gin Ala Val Ala Arg Gly Phe Phe Asn Tyr He Glu Lys Leu Lys Tyr 
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155 160 165 

gaa cac cac ctg aaa gaa tea ttg aag caa atg aat gtt ggt gaa gat 762 
Glu His His Leu Lys Glu Ser Leu Lys Gin Met Asn Val Gly Glu Asp 
170 175 180 185 

tta gaa aat gaa gat ttt gac agt cgt aga tac aaa ttt ttg gat gat 810 
Leu Glu Asn Glu Asp Phe Asp Ser Arg Arg Tyr Lys Phe Leu Asp Asp 
190 195 200 

gat gga tec att tct cct att gag gag tea aca gca gag gat gag gat 858 
Asp Gly Ser lie Ser Pro He Glu Glu Ser Thr Ala Glu Asp Glu Asp 

205 210 215 

gca aca cat ctt gaa gat aac gaa tgt gat ate aaa ttg gca ggg gat 906 
Ala Thr His Leu Glu Asp Asn Glu Cys Asp He Lys Leu Ala Gly Asp 

220 225 230 

agt ttc ata gta agt tct gaa ttc cct gta aga ctg agt gta tac tta 954 
Ser Phe He Val Ser Ser Glu Phe Pro Val Arg Leu Ser Val Tyr Leu 

235 240 245 

gaa gaa gag gat att act gaa gaa get get ttg tct aaa aag aga get 1002 
Glu Glu Glu Asp lie Thr Glu Glu Ala Ala Leu Ser Lys Lys Arg Ala 

250 255 260 265 

aca aaa gee aaa aat act gga cag aga ggc ctg aaa atg tga 1044 
Thr Lys Ala Lys Asn Thr Gly Gin Arg Gly Leu Lys Met 
270 275 
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caggatcatg aatgtcaaag gtgaagcata tagaaaaaac gacttcatag aaatgaataa 1104 



agataaatgt ggatat 1120 



<210> 14 
<211> 278 
<212> PKT 

<213> Homo sapiens 
<400> 14 

Met Asp Lys Ser Gly He Asp Ser Leu Asp His Val Thr Ser Asp Ala 

15 10 15 

Val Glu Leu Ala Asn Arg Ser Asp Asn Ser Ser Asp Ser Ser Leu Phe 

20 25 30 

Lys Thr Gin Cys lie Pro Tyr Ser Pro Lys Gly Glu Lys Arg Asn Pro 

35 40 45 

He Arg Lys Phe Val Arg Thr Pro Glu Ser Val His Ala Ser Asp Ser 

50 55 60 

Ser Ser Asp Ser Ser Phe Glu Pro He Pro Leu Thr lie Lys Ala He 
65 70 75 80 

Phe Glu Arg Phe Lys Asn Arg Lys Lys Arg Tyr Lys Lys Lys Lys Lys 

85 90 95 

Arg Arg Tyr Gin Pro Thr Gly Arg Pro Arg Gly Arg Pro Glu Gly Arg 

100 105 110 

Arg Asn Pro He Tyr Ser Leu lie Asp Lys Lys Lys Gin Phe Arg Ser 

115 120 125 

Arg Gly Ser Gly Phe Pro Phe Leu Glu Ser Glu Asn Glu Lys Asn Ala 
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130 135 140 

Pro Trp Arg Lys He Leu Thr Phe Glu Gin Ala Val Ala Arg Gly Phe 
145 150 155 160 

Phe Asn Tyr He Glu Lys Leu Lys Tyr Glu His His Leu Lys Glu Ser 

165 170 175 

Leu Lys Gin Met Asn Val Gly Glu Asp Leu Glu Asn Glu Asp Phe Asp 

180 185 190 

Ser Arg Arg Tyr Lys Phe Leu Asp Asp Asp Gly Ser lie Ser Pro lie 

195 200 205 

Glu Glu Ser Thr Ala Glu Asp Glu Asp Ala Thr His Leu Glu Asp Asn 

210 215 220 

Glu Cys Asp lie Lys Leu Ala Gly Asp Ser Phe lie Val Ser Ser Glu 
225 230 235 240 

Phe Pro Val Arg Leu Ser Val Tyr Leu Glu Glu Glu Asp He Thr Glu 

245 250 255 

Glu Ala Ala Leu Ser Lys Lys Arg Ala Thr Lys Ala Lys Asn Thr Gly 

260 265 270 

Gin Arg Gly Leu Lys Met 
275 



<210> 15 
<211> 747 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
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<222> (27).. (692) 
<400> 15 

ctctctcatg accccgctcc gggatt atg gcc ggg act ggg ctg ctg gcg ctg 53 

Met Ala Gly Thr Gly Leu Leu Ala Leu 

1 5 

egg acg ctg cca ggg ccc age tgg gtg cga ggc teg ggc cct tec gtg 101 
Arg Thr Leu Pro Gly Pro Ser Trp Val Arg Gly Ser Gly Pro Ser Val 
10 15 20 25 

ctg age cgc ctg cag gac gcg gcc gtg gtg egg cct ggc ttc ctg age 149 
Leu Ser Arg Leu Gin Asp Ala Ala Val Val Arg Pro Gly Phe Leu Ser 
30 35 40 

acg gca gag gag gag acg ctg age cga gaa ctg gag ccc gag ctg cgc 197 
Thr Ala Glu Glu Glu Thr Leu Ser Arg Glu Leu Glu Pro Glu Leu Arg 

45 50 55 

cgc cgc cgc tac gaa tac gat cac tgg gac gcg gcc ate cac ggc ttc 245 
Arg Arg Arg Tyr Glu Tyr Asp His Trp Asp Ala Ala lie His Gly Phe 
60 65 70 

cga gag aca gag aag teg cgc tgg tea gaa gcc age egg gcc ate ctg 293 
Arg Glu Thr Glu Lys Ser Arg Trp Ser Glu Ala Ser Arg Ala He Leu 
75 80 85 

cag cgc gtg cag gcg gcc gcc ttt ggc ccc ggc cag ace ctg etc tec 341 
Gin Arg Val Gin Ala Ala Ala Phe Gly Pro Gly Gin Thr Leu Leu Ser 
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90 95 100 105 

tec gtg cac gtg ctg gac ctg gaa gec cgc ggc tac ate aag ccc cac 389 
Ser Val His Val Leu Asp Leu Glu Ala Arg Gly Tyr lie Lys Pro His 
110 115 120 

gtg gac age ate aag ttc tgc ggg gec acc ate gee ggc ctg tct etc 437 
Val Asp Ser lie Lys Phe Cys Gly Ala Thr He Ala Gly Leu Ser Leu 
125 130 135 

ctg tct ccc age gtt atg egg ctg gtg cac acc cag gag ccg ggg gag 485 
Leu Ser Pro Ser Val Met Arg Leu Val His Thr Gin Glu Pro Gly Glu 
140 145 150 

tgg ctg gaa etc ttg ctg gag ccg ggc tec etc tac ate ctt agg ggc 533 
Trp Leu Glu Leu Leu Leu Glu Pro Gly Ser Leu Tyr He Leu Arg Gly 
155 160 165 

tea gec cgt tat gac ttc tec cat gag ate ctt egg gat gaa gag tec 581 
Ser Ala Arg Tyr Asp Phe Ser His Glu He Leu Arg Asp Glu Glu Ser 
170 175 180 185 

ttc ttt ggg gaa cgc egg att ccc egg ggc egg cgc ate tec gtg ate 629 
Phe Phe Gly Glu Arg Arg He Pro Arg Gly Arg Arg He Ser Val He 
190 195 200 

tgc cgc tec etc cct gag ggc atg ggg cca ggg gag tct gga cag ccg 677 
Cys Arg Ser Leu Pro Glu Gly Met Gly Pro Gly Glu Ser Gly Gin Pro 
205 210 215 
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ccc cca gcc tgc tga cccccagctt tctacagaca ccagatttgt gaataaagtt 732 
Pro Pro Ala Cys 
220 

ggggaatgga cagcc 747 



<210> 16 

<211> 221 

<212> PRT 

<213> Homo sapiens 

<400> 16 

Met Ala Gly Thr Gly Leu Leu Ala Leu Arg Thr Leu Pro Gly Pro Ser 

15 10 15 

Trp Val Arg Gly Ser Gly Pro Ser Val Leu Ser Arg Leu Gin Asp Ala 

20 25 30 

Ala Val Val Arg Pro Gly Phe Leu Ser Thr Ala Glu Glu Glu Thr Leu 

35 40 45 

Ser Arg Glu Leu Glu Pro Glu Leu Arg Arg Arg Arg Tyr Glu Tyr Asp 

50 55 60 

His Trp Asp Ala Ala lie His Gly Phe Arg Glu Thr Glu Lys Ser Arg 
65 70 75 80 

Trp Ser Glu Ala Ser Arg Ala lie Leu Gin Arg Val Gin Ala Ala Ala 

85 90 95 

Phe Gly Pro Gly Gin Thr Leu Leu Ser Ser Val His Val Leu Asp Leu 

100 105 110 

Glu Ala Arg Gly Tyr lie Lys Pro His Val Asp Ser He Lys Phe Cys 
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115 120 125 

Gly Ala Thr He Ala Gly Leu Ser Leu Leu Ser Pro Ser Val Met Arg 

130 135 140 

Leu Val His Thr Gin Glu Pro Gly Glu Trp Leu Glu Leu Leu Leu Glu 
145 150 155 160 

Pro Gly Ser Leu Tyr He Leu Arg Gly Ser Ala Arg Tyr Asp Phe Ser 

165 170 175 

His Glu He Leu Arg Asp Glu Glu Ser Phe Phe Gly Glu Arg Arg lie 

180 185 190 

Pro Arg Gly Arg Arg He Ser Val He Cys Arg Ser Leu Pro Glu Gly 

195 200 205 

Met Gly Pro Gly Glu Ser Gly Gin Pro Pro Pro Ala Cys 
210 215 220 



<210> 17 
<211> 1441 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (95).. (1420) 

<400> 17 

atattccggt ggctggtctc cggcggcccc gtccccgact gggccccgtg cccccccgcc 60 
cccgcggccc cccgccgccg ggccagccgc cacc atg aag aaa ttc ttt cag gag 115 
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Met Lys Lys Phe Phe Gin Glu 

1 5 

ttc aag gcc gac ate aag ttc aaa age gcg gga ccc ggt cag aag etc 163 

Phe Lys Ala Asp He Lys Phe Lys Ser Ala Gly Pro Gly Gin Lys Leu 

10 15 20 

aaa gag tec gtg ggg gaa aag gcc cac aaa gag aag ccc aac cag cca 211 

Lys Glu Ser Val Gly Glu Lys Ala His Lys Glu Lys Pro Asn Gin Pro 

25 30 35 

gcc ccc agg ccg ccc cgc cag gga ccc acc aat gag gca cag atg gca 259 

Ala Pro Arg Pro Pro Arg Gin Gly Pro Thr Asn Glu Ala Gin Met Ala 

40 45 50 55 

gcc get gcc gcc eta gcc egg ctg gag cag aag cag tec egg gcc tgg 307 

Ala Ala Ala Ala Leu Ala Arg Leu Glu Gin Lys Gin Ser Arg Ala Trp 

60 65 70 

ggc ccc aca teg cag gac acc ate cga aac cag gtg aga aag gaa ctt 355 

Gly Pro Thr Ser Gin Asp Thr He Arg Asn Gin Val Arg Lys Glu Leu 

75 80 85 



caa gcc gaa gcc acc gtc age ggg age ccc gag gcc cca ggg acc aac 403 

Gin Ala Glu Ala Thr Val Ser Gly Ser Pro Glu Ala Pro Gly Thr Asn 

90 95 100 

gtg gta tct gag ccc aga gag gaa ggc tct gcc cac ctg get gtg cct 451 

Val Val Ser Glu Pro Arg Glu Glu Gly Ser Ala His Leu Ala Val Pro 
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105 110 115 

ggc gtg tac ttc acc tgt ccg etc act ggg gec acc ctg agg aag gac 499 
Gly Val Tyr Phe Thr Cys Pro Leu Thr Gly Ala Thr Leu Arg Lys Asp 
120 125 130 135 

cag egg gac gee tgc ate aag gag gec att etc ttg cac ttc tec acc 547 
Gin Arg Asp Ala Cys He Lys Glu Ala He Leu Leu His Phe Ser Thr 
140 145 150 

gac cca gtg gec gec tec ate atg aag ate tac acg ttc aac aaa gac 595 
Asp Pro Val Ala Ala Ser He Met Lys He Tyr Thr Phe Asn Lys Asp 

155 160 165 

cag gac egg gtg aag ctg ggt gtg gac acc att gec aag tac ctg gac 643 
Gin Asp Arg Val Lys Leu Gly Val Asp Thr He Ala Lys Tyr Leu Asp 

170 175 180 

aac ate cac ctg cac ccc gag gag gag aag tac egg aag ate aag ctg 691 
Asn He His Leu His Pro Glu Glu Glu Lys Tyr Arg Lys He Lys Leu 
185 190 195 

cag aac aag gtg ttt cag gag cgc att aac tgc ctg gaa ggg acc cac 739 
Gin Asn Lys Val Phe Gin Glu Arg He Asn Cys Leu Glu Gly Thr His 

200 205 210 215 

gag ttt ttt gag gee att ggg ttc cag aag gtg ttg ctt ccc gec cag 787 
Glu Phe Phe Glu Ala He Gly Phe Gin Lys Val Leu Leu Pro Ala Gin 

220 225 230 
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gat cag gag gac ccc gag gag ttc tac gtg ctg age gag acc acc ttg 835 

Asp Gin Glu Asp Pro Glu Glu Phe Tyr Val Leu Ser Glu Thr Thr Leu 

235 240 245 

gec cag ccc cag age ctg gag agg cac aag gaa cag ctg ctg get gcg 883 

Ala Gin Pro Gin Ser Leu Glu Arg His Lys Glu Gin Leu Leu Ala Ala 

250 255 260 

gag ccc gtg cgc gec aag ctg gac agg cag cgc cgc gtc ttc cag ccc 931 

Glu Pro Val Arg Ala Lys Leu Asp Arg Gin Arg Arg Val Phe Gin Pro 
265 270 275 

teg ccc ctg gee teg cag ttc gaa ctg cct ggg gac ttc ttc aac etc 979 

Ser Pro Leu Ala Ser Gin Phe Glu Leu Pro Gly Asp Phe Phe Asn Leu 

280 285 290 295 

aca gca gag gag ate aag egg gag cag agg etc agg tec gag gcg gtg 1027 

Thr Ala Glu Glu He Lys Arg Glu Gin Arg Leu Arg Ser Glu Ala Val 

300 305 310 

gag egg ctg age gtg ctg egg acc aag gee atg egg gag aag gag gag 1075 

Glu Arg Leu Ser Val Leu Arg Thr Lys Ala Met Arg Glu Lys Glu Glu 

315 320 325 

cag egg ggg ctg cgc aag tac aac tac acg ctg ctg cgc gtg cgc etc 1123 

Gin Arg Gly Leu Arg Lys Tyr Asn Tyr Thr Leu L u Arg Val Arg Leu 

330 335 340 
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ccc gat ggc tgc etc ctg cag ggc act ttc tac get egg gag egg ctg 1171 
Pro Asp Gly Cys Leu Leu Gin Gly Thr Phe Tyr Ala Arg Glu Arg Leu 

345 350 355 

ess gcg gtg tac ggg ttc gtc egg gag gee ctg cag age gac tgg ctg 1219 
Gly Ala Val Tyr Gly Phe Val Arg Glu Ala Leu Gin Ser Asp Trp Leu 

360 365 370 375 

cct ttt gag ctg ctg gee teg gga ggg cag aag ctg tec gag gac gag 1267 
Pro Phe Glu Leu Leu Ala Ser Gly Gly Gin Lys Leu Ser Glu Asp Glu 
380 385 390 

aac ctg gee ttg aac gag tgc ggg ctg gtg ccc tct gec etc ctg ace 1315 
Asn Leu Ala Leu Asn Glu Cys Gly Leu Val Pro Ser Ala Leu Leu Thr 
395 400 405 

ttc teg tgg gac atg get gtg ctg gag gac ate aag gee gcg ggg gec 1363 
Phe Ser Trp Asp Met Ala Val Leu Glu Asp He Lys Ala Ala Gly Ala 

410 415 420 

gag ccg gac tec ate ctg aaa ccc gag etc ctg tea gee ate gag aag 1411 
Glu Pro Asp Ser lie Leu Lys Pro Glu Leu Leu Ser Ala lie Glu Lys 

425 430 435 



etc ttg tga aataaaagca gggttggcct c 

Leu Leu 

440 



1441 
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<210> 18 
<211> 441 
<212> PRT 

<213> Homo sapiens 



<400> 18 

Met Lys Lys Phe Phe Gin Glu Phe Lys Ala Asp He Lys Phe Lys Ser 

1 5 10 15 

Ala Gly Pro Gly Gin Lys Leu Lys Glu Ser Val Gly Glu Lys Ala His 

20 25 30 

Lys Glu Lys Pro Asn Gin Pro Ala Pro Arg Pro Pro Arg Gin Gly Pro 

35 40 45 

Thr Asn Glu Ala Gin Met Ala Ala Ala Ala Ala Leu Ala Arg Leu Glu 

50 55 60 

Gin Lys Gin Ser Arg Ala Trp Gly Pro Thr Ser Gin Asp Thr He Arg 
65 70 75 80 

Asn Gin Val Arg Lys Glu Leu Gin Ala Glu Ala Thr Val Ser Gly Ser 

85 90 95 

Pro Glu Ala Pro Gly Thr Asn Val Val Ser Glu Pro Arg Glu Glu Gly 

100 105 110 

Ser Ala His Leu Ala Val Pro Gly Val Tyr Phe Thr Cys Pro Leu Thr 

115 120 125 

Gly Ala Thr Leu Arg Lys Asp Gin Arg Asp Ala Cys He Lys Glu Ala 

130 135 140 

lie Leu Leu His Phe Ser Thr Asp Pro Val Ala Ala Ser He Met Lys 
145 150 155 160 

He Tyr Thr Phe Asn Lys Asp Gin Asp Arg Val Lys Leu Gly Val Asp 

165 170 175 

Thr lie Ala Lys Tyr Leu Asp Asn He His Leu His Pro Glu Glu Glu 
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180 185 190 

Lys Tyr Arg Lys lie Lys Leu Gin Asn Lys Val Phe Gin Glu Arg He 

195 200 205 

Asn Cys Leu Glu Gly Thr His Glu Phe Phe Glu Ala lie Gly Phe Gin 

210 215 220 

Lys Val Leu Leu Pro Ala Gin Asp Gin Glu Asp Pro Glu Glu Phe Tyr 
225 230 235 240 

Val Leu Ser Glu Thr Thr Leu Ala Gin Pro Gin Ser Leu Glu Arg His 

245 250 255 

Lys Glu Gin Leu Leu Ala Ala Glu Pro Val Arg Ala Lys Leu Asp Arg 

260 265 270 

Gin Arg Arg Val Phe Gin Pro Ser Pro Leu Ala Ser Gin Phe Glu Leu 

275 280 285 

Pro Gly Asp Phe Phe Asn Leu Thr Ala Glu Glu He Lys Arg Glu Gin 

290 295 300 

Arg Leu Arg Ser Glu Ala Val Glu Arg Leu Ser Val Leu Arg Thr Lys 
305 310 315 320 

Ala Met Arg Glu Lys Glu Glu Gin Arg Gly Leu Arg Lys Tyr Asn Tyr 

325 330 335 

Thr Leu Leu Arg Val Arg Leu Pro Asp Gly Cys Leu Leu Gin Gly Thr 

340 345 350 

Phe Tyr Ala Arg Glu Arg Leu Gly Ala Val Tyr Gly Phe Val Arg Glu 

355 360 365 

Ala Leu Gin Ser Asp Trp Leu Pro Phe Glu Leu Leu Ala Ser Gly Gly 

370 375 380 

Gin Lys Leu Ser Glu Asp Glu Asn Leu Ala Leu Asn Glu Cys Gly Leu 
385 390 395 400 

Val Pro Ser Ala Leu Leu Thr Phe Ser Trp Asp Met Ala Val Leu Glu 
405 410 415 
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Asp lie Lys Ala Ala Gly Ala Glu Pro Asp Ser He Leu Lys Pro Glu 

420 425 430 

Leu Leu Ser Ala He Glu Lys Leu Leu 
435 440 
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